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Expression s of Matrix Metalloproteinase —9 and RECK and Its Significance in Carcinoma of Larynx. Chang Wei, Wang Binquan. Depart-
ment of Otorhinolaryngology, The First Hospital of Shanxi Medical University ,Shanxi 030001 ,China

Abstract Objective To investigate the relation between expression of MMP —9 and RECK in laryngeal carcinoma and it’s clinical
characteristics and to explore the biological action of laryngeal tumor. Methods 38 laryngeal squamous cell carcinoma (LSCC) specimens
and normal mucosa were examined for the expression level of MMP —9 and RECK protein by IHC method ( PV9000) and RT - PCR was
employed to measure the expression of MMP -9 and RECK mRNA. Ten laryngeal papilloma were used for controls. Results The expres-
sion level of MMP -9 protein in carcinoma of larynx was 92.11% , which was significantly higher than that of the adjacent tissues (P <0.
01). The expression level of RECK protein in carcinoma of larynx was 60.53% , which was significantly lower than that of the adjacent tis-
sues(P <0.01). The expression of MMP -9 and RECK mRNA between tumor and adjacent tissues was significantly different( P <O0.
01). The expression of the two cytokines was significantly associated with clinical staging , pathological grading and cervical lymph node
metastasis. The expression of RECK genes was negatively correlated with the expressions of MMP -9 in larynx cancer(r= -0.907, P <
0.01). Conclusion The expression of MMP -9 and RECK in the tissue of larynx squamous carcinoma was significantly correlated with
clinicopathological indexes of the tumor. The two cytokines might participate in the occurrence and development of larynx squamous carci-

noma.
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