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Methylation of TSHR Gene Promoter in Papillary Thyroid Carcinoma. Tang Jiandong, Li Xialian. Department of Endocrinology,
Zhengzhou Central Hospital, Henan 450007, China

Abstract Objective To investigate the relationship between the characteristics of promoter methylation of thyroid stimulating hor-
mone receptor( TSHR) gene in papillary thyroid Carcinomas( PTC) and the clinical manifestation of PTC. Methods The methylation sta-
tus of TSHR gene was detected by methylation specific PCR technique( MSP) . Results (1) The methylation rate of TSHR gene in PTC
tissues was 64.7% (22/34) ,while the methylation rate of TSHR gene in adjacent thyroid tissues( ATT) was 26.5% (9/34) , and the rate
of methylation of TSHR promoter in PTC was significantly higher than of ATT(P <0.05). (2) The rate of methylation in PTC patients
with lymph nodes metastasis was 83.3% (15/18), which was significantly higher than that without lymph nodes metastasis 43.8% (7/

16). (P <0.05). Conclusion The methylation of promoter in TSHR Gene is a common molecule event and may play a role in iodide —

uptake of human PTC.
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