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Expression of Recombinant hTRT Plasmid in Eukaryotic Cells. Zhou Haiwen, Yang Wenjun, Liu Deli, Liu wei,Zhou Zengtong. De-
partment of Oral Medicine, Ninth People's Hospital, School of Stomatology, Shanghai Jiao Tong University School of Medicine; Shanghai
200011, China

Abstract Objective To study the expression of human Telomerase Reverse Transcriptase (hTRT) in — vitro cell cultivation by
transfecting plasmid pEGFP — hTRT into eukaryote for exploring. Methods The pEGFP — hTRT was transfected into 293 cells and normal
human oral keratinocytes( OKC) by lipofectAMINE 2000. Transfection efficiency of the Green Fluorescent Protein ( GFP) was detected

under fluorescent microscope. Transfection efficiency was examined by flow cytometer. Exogenous hTRT was analyzed by RT - PCR. Re-

sults Transfeced cells showed green fluorescent. Exogenous hTRT was reconstructed. The transfection efficiency of 293 cells and OKC

was 34.74% F1 6. 88% respectively. Conclusion The pEGFP — hTRT has been successfully transfected into eukaryotic cells, which has

an important role for extension life — span of normal human cells.
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