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Association Between HER2 Codon 655 Single Nucleotide Polymorphism and Gastric Cancer Cases in Chinese People. Feng Dan, You Pu,
An Wei, Liu Weiwei, Wang Yajie. Department of Oncology ,Changhai Hospital ,Shanghai 200433 ,China

Abstract Objective To investigate the association between Ile/Val single nucleotide polymorphism (SNP) of HER2 at codon 655
and the gastric cancer cases of Chinese people in susceptibilities and clinical pathological features. Methods The polymerase chain reac-
tion — restriction fragment length polymorphism ( PCR - RFLP) method was used to analyze the genotypes of 210 gastric cancer patients
and 278 healthy individuals. The association of this polymorphism with the risk and pathological characteristers of gastric cancer was ex-
plored. Results The OR of Val/Val genotype revealed a significantly enhanced risk of 3.15 (95% CI=1.07 ~6.71) compared to Ile/
Ile genotype. Ile/Val genotype showed an intermediate risk of 1.90 (95% CI =1.18 ~3.10). lle/lle genotype vs Ile/Val or Val/Val gen-
otype was 55 vs 98 in advanced cases (P =0.021), 44vs71 in lymph node positive cases(P =0.019), 23vs31 in metastasis cases( P =
0.051), 35 vs 55 in poorly deferation cases( P =0.002). Conclusion The Ile655Val polymorphism of the HER -2 gene was associated
with the susceptibility to gastric cancer. Compared to those with Ile/Ile genotype, the individuals carrying Val genotype had a higher risk for
developing gastric cancer. Val allele was associated with deeper tumor invasion, more lymph node metastasis and more poorly deferation.
There was no significant correlation between Val allele and metastasis.
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