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Effects of Different Enzyme Systems on Concentration of DNA Purified by Gel. Xu Zhen, Zhang Yuqin, Nie Yongli. Institute of Cell and
Molecular Biology, Medical College, Wuhan University of Science and Technology, Hubei 430065 ,China

Abstract Objective To find good digestion results as well as the high rate of purification of DNA gel extraction kit through estab-
lishing different enzyme systems. Methods Single — enzyme( Xho I ) digestion recombinant plasmid pcDNA3 — P, X, was established by
the volume of enzyme system of 150pl, 160wl, 1701, 180l respectively. Composition of the digest system was dddH,O (fill volume) ,
Buffer R (application of the concentration of enzyme volume 10% ) , plasmid DNA (no matter what the concentration was, sample volume
on the unification of DNA gel recovery was always 23ug) ,Xho [ 10pl(6pl,4pl, adding seperatly). Reaction temperature was 37°C and
digestion time was 2 ~3h. Results The the greater digestion system was that the shorter the time required for digestion, the better the di-
gestion was and the closer the digestion band was to the standard Marker bands ( photographed by electrophoresis observations) . However,
the concentration of gel purified DNA was low as following: DNA concentration of 150l system =308.96 £8.71wg/ml, DNA concentra-
tion of 160l system =286. 62 +8.37wg/ml, DNA concentration of 170wl system = 245.80 +15.64wg/ml, DNA concentration of 180l
system = 198.00 +16.54ug/ml (One - Way ANOVA, P <0.05, n=5). Conclusion Enlarging the digestion system, would lead to
impurities be relatively diluted and would be able to achieve better result without increasing the amount of enzyme. The concentration and
purity of extracted plasmid also determined the digestion results.
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