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Significance of Rad51 and ERCC1 Protein Expression in the Human Lung Squmous Cell Cancers. Xu Jun, Gao jun, Chen Honglei. De-
partment of Surgery, The Centre of Medical Treatment ,Hubei 430023, China

Abstract Objective This study was designed to investigate the expression of DNA repair gene Rad51 protein and its relationship
with clinicopathologic features of lung squamous cell carcinoma. Methods Rad51 protein was detected by a two — step ( non — biotin)
detection system combined with tissue microarray technique in 60 cases of lung squamous cell carcinomas and 15 cases of para — cancerous

lung tissues. Results In lung squamous cell carcinoma tissues, the positive rates of Rad51 and ERCC1 protein were 33.33% (20/60)
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and 41.67% (25/60) , respectively,which were significantly higher than those of para — cancerous lung tissues (P <0.05). However, no

relation was observed between Rad51, ERCCI protein and the clinicopathologic features of lung squamous cell carcinoma (P >0.05).

But positive correlation was found between Rad51 and ERCC1 protein (r=0.406, P =0.001). Conclusion Expression of Rad51 and

ERCCI protein could be detected in the lung squamous cell carcinoma tissues. The synergistic action of Rad51 and ERCCI protein may

correlate with the development and progress of lung squamous cell carcinoma.
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