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Oxidization Level Analysis of RNA in MTH1 Knocking Down HeLa Cell.  Dai Dapeng, Gan Wei, Zhang Liqun, Nie Ben, Xu Renai,
Cai Jianping. The Key Laboratory of Geriatrics, Beijing Hospital & Beijing Institute of Geriatrics, Ministry of Health, Beijing 100730, China
Abstract

Objective To construct cell lines with decreased levels of MTHI1 expression, and to investigate the influence of lowering

MTHI1 expression on the oxidation level of RNA in HeLa cells. Methods Three siRNA targeting to MTH1 ORF region was designed and
synthesized. Target sequences with the highest RNA interface efficiency were then introduced into retrovirus vector Retro — Q and used for
the package of virus particles which could infect HeLa cells to get the resistant cell clones. Western blot analysis was carried out to screen
most reasonable stable cell lines with highest RNAi efficiency. APIS00 mass spectrometer was used for the detection of 8 — 0xoG and G a-

mounts at last in order to evaluate the oxidation level of RNA. Results Two of three siRNA could get more than 90% knocking down effi-
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ciency and at last we got several stable cell lines with knocking down efficiency more than 80% . We found that RNA of MTH1 knocking

down stable cell lines contained 14.9 8 — oxoG per 10° G, whereas control cells contained 9.7 oxoG per 10° G. Conclusion Decreased

MTHI1 expression in HeLa cell could increase the oxidation level of RNA.
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The Expression and Significance of MicroRNA —223 in Pancreatic Cancer. Wang Weiwei, Liuv Jianqgiang ,Huang Haojie ,Zou Duowu, Li
Zhaoshen, Gao Jun. Department of Gastroenterology, Changhai Hospital, Second Military Medical University , Shanghai 200433, China
Abstract

To detect the expression of miRNA — 223 in pancreatic cancer, paracancerous tissues and normal pancreas

Objective
tissues and evaluate the diagnositic value of miR - 223 as a diagnostic marker in pancreatic cancer. Methods  Twenty — eight cases of
pancreatic cancer patients were included in this study. Pancreatic cancer and paracancerous tissue were collected from every pancreatic
cancer patient after surgery. Three normal pancreas were used as control. Relative quantification (RQ) of miR - 223 in tissues were de-
tected by reverse transcriptase PCR and real time PCR. U6 was used as internal control. The relationships between clinicopathologic char-
acteristics of pancreatic cancer and the RQ of miR - 223 were analyzed. Results The RQ of microRNA -223 in pancreatic cancer tissues
were significantly higher than those in paracancerous tissues( P =0.008). The highly expressed miR —223 did not correlate with clinico-
pathologic characteristics such as sex, age, tumor maximal diameter and the level of serum CA19 =9 (P >0.05). Conclusion The miR
—223 might play an important role in the tumorigenesis and development of pancreatic cancer. It may be used as a new potential diagnos-
tic biomarker for pancreatic cancer.

Key words Pancreatic cancer;miR —223; Relative quantification; Clinicopathologic characteristics
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