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Abstract Objective To investigate the expression and clinical significance of miR — 221 and miR - 222 in the marrow of acute
myeloid leukemia( AML). Methods Marrow tissues from 16 newly diagnosed AML patients and 44 non — leukemia (NL) patients were
collected and mononucleated cell were separated. Total RNA from nucleated cells of these samples were extracted and analyzed for miR —
221 and miR - 222 expression by stem — loop real — time RT — PCR. The differences in subtypes M3, M4 and M5 patients and the change
of miR —221 and miR - 222 expression in newly diagnosed AML patients were further analyzed. Results Expression levels of miR - 221
and miR - 222 were significantly higher in marrow tissues of AML patients before chemotherapy than the levels in those of non — leukemia

patients (P <0.05).
subtypes M3, M4 and M5 patients was not statistically significant(P >0.05).

Both miR - 221 and miR - 222 expression in the M5 of AML were the highest among them, but this difference in
Conclusion miR -221 and miR - 222 may play an im-

portant role in the development and progression of AML and the level of miR —221 and miR - 222 expression may be a potential target for

the diagnosis, treatment and prognosis of AML.
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