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Clinical Significance of miR —199a Expression in Cervical Cancer and Cervical Intraepithelial Neoplasia. Zou Ruanmin, Hu Zhi, Chen
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Abstract Objective To explore the expression of miR —199a in cervical cancer and cervical intraepithelial neoplasia (CIN) and
study its association with clinicopathologic features of cervical cancer. Methods The expression levels of miR —199a - 3p and miR -
199a - 5p in 48 cervical cancer, 12 CIN and 20 non - tumor tissue specimens were examined by stem — loop real — time RT — PCR. The

correlations between the expression levels of miR —199a - 3p and miR - 199a - 5p and related clinicopathologic features of cervical cancer
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(age, tumor size, general type, pathological type, tissue differentiation, FIGO stage) were further analyzed. Results The stem — loop
RT realtime — PCR was sensitive and specific enough to detect miR = 199a - 3p and miR —199a — 5p. Expression of miR —199a — 5p and
miR = 199a —3p in cervical cancer and CIN tissues was obviously lower than that in the non — tumor tissue specimens( P <0.05). Howev-
er, there was no significant difference in ratio of the miR - 199a - 5p / miR - 199a - 3p expression( P =0.219). Expression of miR -
199a - 5p was associated with tissue differentiation in cervical cancer. The expression of miR = 199a — 5p in low differential cervical canc-
er was lower than that in middle — and high — differential tissues( P =0.054). No significant association was found between miR — 199a —
5p and miR - 199a - 3p levels and other clinicopathologic features of cervical cancer, such as age, size of tumor, general type, pathologi-
cal type, FIGO stage. Conclusion Expression levels of miR —199a - 3p and miR - 199a - 5p in cervical cancer and CIN tissues are sig-
nificantly lower than in normal cervical tissues. Low — regulated expression of miR —199a — 5p was associated with tissue differentiation of

cervical cancer. These data indicated that miR - 199a may play an important role in the development of cervical cancer and be a novel po-

tential therapeutic target for cervical cancer.
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