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Meta Analysis on DNA Repair Gene XPC A939C Single Neucleotide Polymorphisms and Head and Neck Cancer Susceptibility. Li Jie, Ke
Weixun, Cao Qixin. Huzhou Traditional Chinese Medicine Hospital, Zhejiang 313000 ,China

Abstract Objective The relationship between DNA repaire gene XPC A939C single neucleotide polymorphisms and head and
neck cancer susceptibility has been studied extensively. However, the outcomes are not consistent. The aim of this study is to evaluate the
relationship between DNA repaire gene XPC A939C single neucleotide polymorphisms and head and neck cancer susceptibility by meta a-
nalysis. Methods By searching Medline, EMBSE, CBM and CNKI et al, we collected all case — control and cohort studies about DNA
repaire gene XPC A939C single neucleotide polymorphisms and head and neck cancer susceptibility. The odds ratios( OR) of variant allele
of XPC A939C was calculated by using statistic software STATA11. 0. Results Four case — control studies were identified for the meta a-
nalysis. The OR was 1.37 and 1.20 for the C/C group compared to the A/A group( OR =1.37,95% CI1:0.97 -1.93,P =0.070) and
AA + AC group (OR =1.20,95% CI:0.87 —1.66,P =0.258) respectively. Conclusion There was no relationship between DNA re-
paire gene XPC A939C single neucleotide polymorphisms and head and neck cancer susceptibility. But for the small number trials and
subjects included in this paper, further studies is needed for the meta analysis.
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