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Effects of eIF4E Gene Down - regulation on Apoptosis of Human Breast Cancer Cell Line Bcap37.
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Abstract Objective To investigate the effect of down — regulation of elF4E on the apoptosis and cell cycle of human breast cancer
Bcap37 cells. Methods The siRNA of elF4E by chemical systhesis was transfected into breast cancer Beap37 cells. The expressions of
elF4E mRNA and protein were examined by RT — PCR and Western blotting. AO/EB doubly staining and microplate spectrophotometer
were used to detect the apoptosis and activity of caspase —3. Results The expression of elF4E mRNA and protein were all decreased
markedly after transfection with elF4E — siRNA —3#. The results of cell cycle detection showed that the percentage of Beap37 cells in the

G, phase obviously increased,while the percentage of Beap37 cells in the S phase significantly reduced (P <0.05). It also can induce ap-

optosis of cells and increase the activity of caspase — 3. Conclusion

Transfection with elF4E — siRNA - 3# can down — regulate elF4E

gene expression in human breast cancer Beap37 cells and induce apoptosis of cells.
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