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Polygenetic Tree Analysis of HCV Genotype in Zhejiang Province. Wang Meixia ,Xu Bin,Duan Jin,Jin Ming. Beijing Youan Hospital ,
Capital Medical University , Beijing 100069 , China

Abstract Objective To study the genotype distribution of hepatitis C virus ( HCV) in Zhejiang province. Methods Fragment
( = 12nt = +343nt) of HCV core gene was amplified by nest RT — PCR from anti - HCV antibody positive serum and then cloned and se-
quenced referred to Ohno’s method. The cloned sequences were then blasted and genotyped by using Clustalw based on polygenetic tree.
Results HCV RNA positive rate was 55% (33 cases) in 60 serums. Genotype 1b,2a,3a,3b and 6a existed in the 33 serum samples, a-
mong which 1b,3b and 2a genotypes were the majority. Conclusion The features of HCV infection in Zhejiang province were 1b,3b and

2a genotypes — based, multiple genotypes co — existing characteristic.
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HCV 3 [K 73 B 07 142 4 A A bn i, B Al AY 20 2
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BEAEA 73 B, BISE LLS 20 RT - PCR 47 58 ML 3 4 A
HCV core 2K #4 X B ( —12nt ~ +343nt) , 7% &I
IR 5 2k T LA Clustalw x5 By e B i B kA7 22 48 ik
AW 53 Bt 3 73 84 Clustalw J2& — i 2 19 2 77 971 1L
XFIT YR, e 220 5 P L X A R R AR B R
J7 51 22 1) T 79 56 2% 5 SR J5 MR 408 IR B9 40 MR 5977 AR R 4
FEALFE T, %) 5 2 % D0 B9 7 9 2R AT A ; SR 5 M\ e
B PISRFIITG 38 8 51 A 1 77 51 5 I 8
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