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Changes and the Significance of Genomic Determination of the CR1 Density Polymorphism on Erythrocyte Among Nation Han Hui and
Uygur. Hong Wei, Ma Hongbin, Zhu Jiangong, et al. Center for Clinic Laboratory Medicine, The 302th Hospital of PLA, Beijing
100039 , China

Abstract Objective To study the changes and the significance of genomic determination of the CR1 density polymorphism on e-
rythrocyte among the nation Han, Hui and Uygur. Methods Polymerase chain reaction (PCR) and Hindll restriction enzyme digestion
assay of ECR1 were used in this study. Results The spot mutation rate (sMR) of ECR1 density gene in peoples with nation Han was
32.5% , and the sMR in nation Hui was 23.5% and nation Uygur was 24.0% . There was no significant changes among three nations ()(2
=4.62,P >0.05). The sMR in famale of nations was higher (32.5% ) than that in male(23.7% ). Though the sMR also had no signifi-
cance difference between famale and male in three mations(y* =3.71,P >0.05), but the sMR of ECRI in female(32.8% ) in nation
Uygur was significant higher than that in male (18.3% ,XZ =4.25,P <0.05), and the sMR of ECR1 in male of nation Han (31.5% )
was significant higher than that in male of nation Hui(18.3% ) and nations Uygur(19.6% ; x> =6.1, P <0.05). There was no signifi-
cant difference between nation Han and nation Hui. Conclusion The sMR of ECRI in male in nation Han was obviously higher than that
in nation Hui and in nation Uygur male, and the sMR of ECR1 in nation Uygur female was significant higher than that in nation Uygur
male. Though there was no significant difference among three nations in the sMR of ECR1, but the sMR in nation Han was obviusely high-
er than that in other two nations, and the sMR of ECR1 in female in three nations was higher than that in male. Those finding may play
important role in studying the mechanism of immune disesase in different fields.
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Diagnostic Value of Serum IL — 6,IL - 8 and TNF - « in Monitoring Inflammation After Operation of Biliary Tract Infection. Yao
Yanzhen, Bao Zhowjun, Zhang Xiaobang, An Minghe, Fang Guoan. Department of Clinical Laboratory, Zhoushan Hospital, Zhejiang
316004, China

Abstract Objective To investigate the diagnostic value of serum IL -6 ,IL — 8 and TNF - « in monitoring inflammation after oper-

ation of biliary tract infection. Methods The serum level of IL —6,IL -8 and TNF — awere detected in a group of 35 patients of biliary
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