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Abstract Objective To constructe of Sirt 1"~ cell line in HCT116 using the AAV knockout system. Methods We constructed

targeting vector of Sirtl. After virus packaging, infecting, drug screening, PCR verification and western blotting, we got HCT116 Sirt

/-

cell line. Results we constructed HCT116 Sirt 1 " cell line successfully. Conclusion We successfully constructed the Sirtl — knock-

out cell line in HCT116.
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Screening for HCV Infection Co - factors La Autoantigen , hVAP -33 and eIF2B Gene Specific siRNAs in Huh7 Cell Line. Wang Meixia,
Jin Ming ,Duan Jin et al. Beijing Youan Hospital , Capital Medical University , Beijing 100069 , China

Abstract Objective To screen La autoantigen,hVAP - 33 (the human homologue of the 33 — kDa vesicle — associated membrane
protein — associated protein) and elF2B( subunit gamma of human eukaryotic initiation factors 2B) specific siRNAs. Methods The three
genes were detected in Huh7 by RT — PCR using the primers synthesized based on the Genebank sequences. Then three different siRNAs
related to each gene were designed and chemical synthesized according to the siRNA designing principle respectively. The three genes were
detected again by RT - PCR after the siRNAs above were transfected by lipofectmin into Huh7 cells. The sequences of the highest silencing
efficacy were selected through calculating AACT value of each target gene after silence. Results The results proved that the above 3

genes can be detected in Huh7 cells. The genes specific siRNAs appeared the different efficacies in gene silence. Conclusion La autoan-
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