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Comparative Study on the Results Detected by Different Markers of Hepatitis C Virus. Li Hua, Long Runxiang, Yang Rong, et al. Insti-
tute of Medical Biology,Peking Union Medical College ,Chinese Academy of Medical Science,Yunnan 650118 ,China

Abstract Objective To analyze the relevance of results detected by HCV — CAg, HCV — Ab, HCV — RNA as markers. Methods
The enzyme immunoassay kits were used to measure the level of HCV — Ab, HCV — RNA, HCV - CAg and HCV - Ag in serum or plasma
samples, and the correlation among them was evaluated by statistic analysis. Results The positive of HCV - Ab, HCV — RNA, HCV -
CAg and HCV — Ag were 565, 317,48 ,25among the 1551 clinical serum and plasma samples, respectively. The detection rate of HCV —
Ab and HCV - RNA was obviously higher than HCV — CAg(P <0.01). The positive rate was in sequence of HCV — Ab > HCV — RNA >

HCV - CAg > HCV - Ag. Conclusion The united application of different four markers can reduce the undetected probability efficiently.
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Classification and Treatment of Giant Cell Tumor of Tendon Sheath in the Foot and Ankle. Zhang Yu, Li Xiangdong, Wang Zhen, Guo
zheng, Li Jing, Fan Hongbin, Liv Jun, Zhu Weijun. Institute of Orthopedic Surgery, Xijing Hospital ,The Fourth Military Medical Universi-
ty, Shanxt 710032 ,China

Abstract Objective To describe the clinical classification and staging of the giant cell tumors of the tendon sheath ( GCTTS) in
the foot and ankle which can direct the diagnosis, treatment and forecast the prognosis. Methods We collected 21 cases whose feet and
ankles were affected by GCTTS and treated in our hospital from 1984 to 2009. Their clinical features were retrospectively analyzed and the
follow — up were conducted. By correlating the clinical features with the treatments and follow — up, the GCTTS of foot and ankle can be
divided into different subtypes and stages. Results The mean age of the group was 38. 0 years. The tumor tended to affect right foot
(71.4% ) and around synovial joints (81.0% ). The majority of the patient bear a asymptomatic neoplasm (61.9% ) and the X - ray

showed a low rate of bone erosion (66.7% ). MRI could sensitively detect bone destruction (100% ). Pathology analysis showed active
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