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Negative Association Between Variants of LOX -1 Gene and Coronary Artery Disease in Han Population of Eastern Area of Zhejiang Prov-
ince. Zhou Junbo,Xu Limin,Yang Xi,Xu Weifeng ,Chen Zhikui, Jiang Qingjun,Hu Wanying ,Lian Jiangfang ,Ge Shijun ,Zhou Jianging.
Medical Centre of Ningbo ,Lihuili Hosipital, Zhejiang 315040 ,China

Abstract Objective To investigate the association of the lectin - like oxidized low — density lipoprotein receptor — 1 (LOX - 1)
gene polymorphisms with coronary artery disease (CAD) in Han population of eastern area of Zhejiang Province. Methods The polymor-
phisms of gene LOX —=1 G501C were measured by real — time polymerase chain reaction (RT — PCR) with SYBR - Green | (SYBR -
PCR) combined with dissociation curve (DC) analysis in 159 patients with CAD (CAD group) and 106 non coronary artery disease pa-
tients ( control group). Fifty samples were chosen to determine the genotype by DNA sequencing. Results The frequencies of G501C gene
polymorphism in CAD group were not significantly different from those in control group (P >0.05). Through the meta — analysis, we

found that G501C was not associated with CAD. Conclusion G501C gene polymorphism may have no association with the pathogenesis of

CAD in Han population of eastern area of Zhejiang Province. It is not the hereditary susceptible sign of CAD.
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