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F*48im RPTP -k Notch NICD

Regulation of RPTP - k Transcription by Notch in Primary Human Keratinocytes. Xue Siliang , Wang Xiaoshan ,Zhang Jue. Department
of Dermatology ,West China Hospital ,Sichuan University , Sichuan 610041 ,China

Abstract Objective To [lluminate the effect of Notch signal in regulation of RPTP — k transcription. Methods After inhibiting
and activating Notch signal of keratinocytes culture in vitro separately, we abstracted RNA and used real — time PCR to find out the change
of RPTP — k mRNA expression. Results RPTP — k mRNA expression of keratinocytes in 80% confluent is 3.4 times that in 40% conful-
ent. Hes —1 (downstream cytokine of Notch signal) mRNA expression of keratinocytes in 80% confluent is 2.9 times that in 40% conflu-
ent. After activating Notch signal, RPTP - k mRNA expression were 1.2,1.5,5.1(P <0.01, n=3),2.3(P<0.05, n=3),and 1.1
times that of controls in 1, 2, 4, 8, and 24h; Hes — 1 mRNA expression is 1.2,1.6(P <0.01,n=3),2.2(P<0.01,n=3),1.8 (P<
0.01, n=3), and 1.3 times that of controls in 1, 2, 4, 8, and 24h. The RPTP - k mRNA expression of keratinocyte in 80% confluent
is2.3(P <0.01,n=4) times that in 40% confluent, but after inhibiting Notch signal, the fold turned to 0.6 (P <0.05, n=4).
Conclusion In different confluent of keratinocytes, Hes — 1 and RPTP — k mRNA expression is different. The higher the confluent of
cells is and the more inhibition of cells growth is needed, the more Hes — 1 express; the trend is the same to RPTP — k. After activating

Notch signal pathway, Hes — 1 and RPTP — k mRNA expression increase at the same time. In high confluent keratinocytes, we inhibit
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Notch signal, the RPTP — k mRNA expression should have increased but decrease.

Key words RPTP - k;Notch; NICD
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