BEopprse el 201248 A H541 4% 458 Ml

RUNX3 ERHENXSERENIRKENZITAXR

1 i FhRK AEL

i
)

M E Bi RIS RUNX3 BRI S B IG IR AV =17 e R, ik i H LRSS M PCR X 54 4] #0695 21
21 18 )48 1 5 T 48 5 ZH 2R 20 15 IE 5 BN b Bz 4 4R RUNXS JE A S 3 7 X H AR S AT 1, &8 RUNX3 JEN7E &
Wk e 20 2 TP Bl R AR B Ry 59%  (32/54) 5T 7 48 M ek WA 4 RE ZH LRI IE B S W - 2 4 b B4 R 4G ) RUNXS S 3)) 1
3k, RUNX3 S E S FIX AL 5B GRS B BAHSE X R, &8 RUNX3 3B B SE 10 HL A7 o o 5 4
RUNX3 3% [A H 34k 2 5 8 Wi & A= % J |, EL E I AN B8 1 S 40 U7 5 WAL 3 I RS 90 )5 390000 48 ik o

X4 RUNX3 S H 3t b

Relationship Between Methylation of RUNX3 Gene and Biological Behavior of Nasopharyngeal Carcinoma. Ni Haifeng,Li Yong, Huang
Guangwu ,Shi Ziguang. Department of Otolaryngology, Hangzhou First People's Hospital, Nanjing Medical University, Zhejiang 310006 ,
China
Abstract Objective To assess the relations between methylation of RUNX3 gene and the biological behavior of nasopharyngeal
carcinoma. Methods The methylation — specific PCR( MSP) was used to detect methylation level of RUNX3 tumor suppressor gene in 54
cases of nasopharyngeal carcinoma and 18 cases of chronic nasopharyngitic and 20 cases of normal nasopharyngeal epithelia tissues.
Results The methylation expression rates of RUNX3 gene in nasopharyngeal carcinoma tissues were 59% (32/54) , while there were no
methylation in 18 cases of chronic nasopharyngitic and 20 cases of normal nasopharyngeal epithelia. It has no close correlation between
methylation of RUNX3 gene and the biological behavior of nasopharyngeal carcinoma. Conclusion Methylation of RUNX3 gene has high

specificity in distinguishing cancers from normal tissues. It is closely associated with the tumorigenesis and development of nasopharyngeal

carcinoma,but it may not be used as an parameter in evaluating the clinical prognosis of nasopharyngeal carcinoma.
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