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Relationship between Genotypes and Halpotypes of Vitamin D Receptor Gene and Breast Cancer Risk. Huang Youze, Lu Hong, Bai
Yongheng, et al. The 8th People Hospital of Wenzhou City, Zhejiang 325000, China

Abstract Objective To investigate the relationship between genotypes and halpotypes in the vitamin D receptor ( VDR) gene and
breast cancer risk. Methods Samples were collected from 146 breast cancer patients and 320 non - cancer female controls. The geno-
types were detected by PCR — RFLP and confirmed by sequencing. The levels of plasma 1,25(OH),D, were measured by ELISA. The as-
sociation between genotype and allelic frequencies with protein levels were calculated and analyzed by SPSS 13.0 software. Results Of
three SNPs, only rs7975232 TT was shown to associate with 0.46 — fold risk of breast cancer. No association of VDR genotypes and the
levels of plasma 1,25(OH),D, were found. Additionally, the frequency of haplotype AGT was 3.8% in cases, significantly higher than
that in controls (0.8% , P =0.002). However, the frequency of haplotype GTT in cases were significantly lower than that in controls
(19.8% vs26.7% ,P =0.018). Conclusion
GTT show lower risk, but the individuals with halpotype AGT have higher risk.

VDR gene polymorphisms are related to breast cancer risk. Individuals with haplotype
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SNPs 975 191l 25 popiekicl OR(95% CI) * P
rs1544410 GG (wt) 120(82.19) 283(88.44) 1.00( ref)
GA(ht) 25(17.12) 37(11.56) 1.577(0.890 ~2.794) 0.119
AA (mut) 1(0.69) 0(0) - -
G 265(90.75) 603(94.22) 1.00( ref)
A 27(9.25) 37(5.78) 1.641(0.959 ~2.809) 0.071
157975232 GG(wt) 90(61.64) 148 (46.25) 1.00( ref)
GT(ht) 34(23.29) 132(41.25) 1.073(0.584 ~1.972) 0.820
TT( mut) 22(15.07) 40(12.50) 0.460(0.286 ~0.740) 0.001
G 214(73.29) 428(66.87) 1.00 ( ref)
T 78(26.71) 212(33.13) 0.813(0.591 ~1.119) 0.204
15731236 TT(wt) 130(89.04) 286(89.38) 1.00( ref)
CT(ht) 16(10.96) 33(10.31) 1.117(0.575 ~2.171) 0.743
CC(mut) 0(0) 1(0.31) - -
T 276(94.52) 605(94.53) 1.00( ref)
C 16(5.48) 35(5.47) 1.056(0.558 ~1.999) 0.868
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GTT 57.95(19.8) 171.06(26.7) 0.666 (0.475 ~0.934) 0.018
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