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CERFRFSHE S1 ;iR 5 HBV - DNA 53X %554

k=3

i3

EN-%) 3 & F

0

OB OB N RITARE (NBY) G 1A HBY - DNA 4 BRI HBY A RO, B R
GoAE IR (ELISA) AR A BEE 5213 (PCR) J7 53 HIKEW 414 1 20 B0 46 4 3 69 HBY — PreS1 LRI HBY — DNA. L 46
R,BER 414 &4 B &P, HBeAg fll HBV — PreS Kl 45 52— 3% 64.5% , A —30 & 15 36.5% , W5 Fh )5 15 2 8] BH M R G G it 2k 2%
5(x =53.33, P<0.05) ;HBeAg fil HBY — DNA [a i B # 130 A, 7 63.8% , R B0 i 33.2% , 5 F Jy i K 1 B4 5 2 1) 5 5
THEX SR (X' =66.13, P <0.05) ;HBV — DNA il HBV — PreS1 Kyl 255 — 80 i 94.9% , A — 80 5 5. 1% , PR RG  J 125 465 2R
WA G225 (7 =0.418, P>0.05), % HBV - PreSl {55 HBV - DNA 5 2 i #1156, HBV — PreS1 ] {f % HBV i 20 ¥k
AR

KGR L AIFR A SI HU

SRR T e BUBL 2B R 7 DNA

Correlation Analysis of HBV — PreS1Ag and HBV - DNA.
ment of Clinical Laboratory, The First Hospital of PLA, Gansu 730050, China

Abstract To analyze the correlation of HBV — PreSIAg and HBV — DNA. Methods HBV - PreS1Ag and HBV -
DNA of 414 HBV patients and 50 non — HBV people were detected by ELISA and PCR. The detection rate was compared. Results The
detection rate of HBV — PreS1Ag and HBV - DNA in 414 HBV patients were 60.7% and 63.7% . The detection rate of HBV — PreS1Ag
and HBV — DNA in HBeAg — positive group were 84.3% were 88.4% . The detection rate of HBV — PreS1Ag and HBV — DNA of HBeAg
— negative group were 47.9% and 50.2% . Conclusion HBYV - PreS1Ag and HBV — DNA were highly correlated. HBV — PreS1Ag is an

Yuan Fang, Wang Chenglong, Yue Jianyun, Gou Ying, Lu Yan. Depart-

Objective

index of HBV replication.
Key words HBV - PreSIAg; HBeAg; HBV — DNA
ST 9 2 7 . i T N IR B A £t B ) £ e

WZ—o WATH A RN, BHATdkEA 1.2 24 2

RUJF 4 9% 7 (HBV ) #5447 &, 3000 J5 45 & B R A&
B KR I PR K HBY AR 5 Ak S e
HBV B2 Wik 4 , If 38 & k2 ) HBV — DNA 5409
BEIRITIT AL . BB X C PR BRI R R A, BOR ik 2
MBI 5T S 7 B N 98 05 5 1 S1 Bt B ( fRj B ST 4t
JE, LA R [ o] LAAE i WEZ HBV 100 351697 97 3 48
bR AE—E R L RMGEYT IRCR T . AT S1 B

B IUH < 2N K2 h e i R AR B 55 2 & TR 4 B B A
(lzujbky —290 - 146)

YEFH AL 730030 22N kI 75 58 — IR B A 40 B

WIRAEH B2, BT {54 : lu73free@ yahoo. com. cn
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F1 HBV — DNA AH < MW 5T H i it B SClk i . £
WA T 414 44 HBV L fB 3T [l ip Aol 1 £8 35 1L ¥ i
S1 HpJE A HBV — DNA X ST $ J5 e e 25 2% Bt 11
ROR ATV, A G RIGYT HBV S AR 40
mR5FE

L FRAS SRR (414 ) HBV JRYLH 0k A % # B B 2010 4F
8 H ~20114F 2 HiTia Mk pe B3, Hoh 354 224 4], &
180 fi . 4Fik 6 ~89 % - M 4E W g 36.3 % . £ T &5 i
R, oA B 2 £ T 2 G 0 o A R 2 R e A O O
2006 4F 9 F W4 52 ma b E 2 B R A T ) r AR L

24 505 (1) 13 HBV bR & 4 K  % Fi ( ELISA)
W Je 0 ¥ K I HBsAg  HBsAb, HBeAg, 35 4+ 1 K Ml HBeAb
HBeAb, & 7 9 I W B 48 B 4y A R A & (4 #t 5.
201002022) , #i SI B J5 A K20 R H ( ELISA ) 2% XU 4k e o0
ST 1 [ € N Rl s /A I S P [ A
201001014) , i B #RAE I F2 35 B 20 2 1) 2 R N B3 7™ 4 i B
FURRHRAE o 45 SR AT e 111 R i85 % R BT 43 W A0 A B 2 ) 74
FEIY GF - M3000 U fiff 5%, SR BB K I, 3 3 4 450nm
2% WK 630nm, 55 (AL R, 200 OD fi, 45 3 ) 3K 4l il &
VLIS, (2) HBV — DNA il - 4% 4 338 500 & 156 B A A $2 1L,
A B M LA e DNA 32 BUOR 3R % 1R 21 9k K ¥ %% , 130001/ min
BLOHR G HBY R0 5=y 5 98 52 97 15 A0 0 Ud BH 5 m A 24 i =
¥ PCR X W W , Taq [ &% UNG [iff , in A © 8% 28 -1 35 45 18 1
PCR P 3454 AT 9 B A DU o 5 9 1 46 DU 45 2% DNA $8 D1 %k >
1 x10° & B,

3. Gt i RS RLR I E R, DU R R Oy R 5
53 Bt HBeAg fij SI )5 5 HBV — DNA 45 5L M2 5, LA P
<0.05 JEFAHEITEE L,

“& ES

1.414 2 2 B 5 I3 Ar 75 (5 500 ) K I 45
414 2 CHF R B F T, K = FH (HBsAg, HBeAg, HB-
cAb [F] B BH ) 147 6], 5 35. 5% ; /N = FH ( HBsAg
HBeAb HBcAb [ B BHYE) 171 4], |5 41.3% ;18P HF %
(HBsAg,HBcAb [A]H}BH )96 4], 5 23.2% ; HBeAg
FHPEZL Y HBV — PreS1 il HBV — DNA K Hi 3R 43 51| oy
84.3% F1 88. 4% , HBeAg [ £ 4H i) HBV — PreS1 Al
HBV — DNA #5245 31 3 47.9% 1 50. 2% . 50 % {g
FRARKE 5 K25 R v (R 1) 6

1 4G ZHEENMLBHREDF HBV - PreS1,
HBV -DNA 5% [n(% ) ]

i { TR HBV - PreSl HBV - DNA
K= 147(35.5) 124(84.3) 130(88.4)
N=H 171(41.3) 83(48.5) 86(50.3)

18 P I R 96 (23.2) 45(46.9) 48(50.0)
Bt 414 252 264
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2. HBeAg Fll HBV — PreS1 \HBV — DNA #H % 4.
gEELIL 2 2, 414 & B p, HBeAg fil HBV — PreSl
[ B BH M 124 A, (5 30. 0% ; HBeAg Fl HBV — PreSl
[FIBF B 139 A, 5 33. 6% ; HBeAg FH 1 f1 HBV -
PreS1 B 23 A, 15 5. 6% , HBeAg ¥ 4 f1 HBV -
PreS1 PHPE 128 A, 15 30.9% . PIFF Iy i 22 [0) BH M %
B 25% (" =53.33,P<0.05), 414 %%
1, HBeAg #iI HBV — DNA [A] B FH # 130 A, 4
31.4% ; HBeAg F1 HBV — DNA [Rl B B 133 A, 5
32.4% ; HBeAg [H 1 # HBV — DNA FH#: 17 A, /5
4.1% ;HBeAg BH 4 1 HBV — DNA [H M 134 A, 5
32.4% , R AR BH M R Z M A S it % 2 7
(x* =66.13,P <0.05),

¥ 2 414 §1Z BT 2% HBeAg 1 HBV - PreSl1
HBV - DNA # il 4 8

HBV — PreSl HBV - DNA

H 1 (5 (o (o &
HBeAg( +) 124 23 130 17 147
HBeAg( -) 128 139 134 133 267

it 252 162 164 150 414

3. PreS1 il HBV — DNA i 6 .414 & B &+,
HBV — DNA 1 HBV - PreS1 [& B FH ¥ 249 A, 5
60. 1% , i % R if BAPE 144 A, 5 34.8% ; HBV — DNA
FHPE HBV — PreS1 BHPE 15 A, [ 3. 6% ; HBV — DNA
FItE HBV — PreS1 [HYE 6 A, (5 1.4% . P& 7
REERBA G225 (X =0.418,P>0.05,%3)

%3 PreS1 #1 HBV -DNA B Z B RBELR

HBV - PreS1

i H At
N _
(+) 249 15 264
HBV - DNA
(-) 6 144 150
it 255 159 414
i #

AR S 5 R R W] R ST IR I 45 R A HBY -~
DNA K il 45 58 2 1] B AT i B A S 1, AT DA S WL %8
TR EE e 1 S ) SE 86 % FR bR . HBV - DNA S J ik
BB EHA AR . [H HBYV - DNA 5 BEAS I 75
BEMORT A BT B A, AR IR R EOR N R
B0 BEOR, BRI 1 X 28 7 95 A8 B R AL T R
Real time PCR 46 I Wi 9% b5 #E L A2 50 535 JUM 3536 97



AR el 20124R 10 2541 % 5510 0

T 2B 22 ORI B A B, A R S N — o B R
P, HEXT I 5, HBV — preS1 4 6 i FL, % 45 220K i
B HERAR, DR, FR AT SR AR R T S AR 2 0
eSS B HBV — PreS1 3/¢ HBV — DNA, ZARSCE:
gE WL, 78 HBeAg [H M \DNA 3% 75 4 P (HD &2
il ¥ VUK > 10) Rl HBsAg B4k 9 25 8 5 B 1 ( B &2
HIFE VLR < 10°) % 4 BT A K I A 60. 9% , W3 Fh )7
VAN BH A AR — 50 HBeAg BA#E (HBV - PreS1 [
PRI HBeAg B PE HBV - PreS1 F 1 4 BT 45 #6 ) %
63.8% , PIRN 7 VA I M % R — B, $27% HBeAg
AR AR AT G0 1) S W 2 I BB 3 7 2 5 I I FE A
{AAfE 58 4 AR 200 35 B A% O, 38 A AH 24 38 53
I R # (32.4% ) HBeAg BHYE. 5 K1 , HBY
- PreS1 FI HBV - DNA # W [0 ¥ % & % & &
94. 9% RPN I ik 2 ) A e it 2 R, I |
Hwsm A n] LA HBV — PreS1 # /¢ HBV - DNA fE
A A T AR R

SR EE AN A L AE AT S VAT S1 FNHT S2 3
FhRLAY , AT ST ER 78 B 4= A 40 M o i vk o
YEF 709 3 B, 52 1 R0 00 P A4 7™ A= Ho 928 J I 45
R EEAEM, hFar S1 RAAE T RA %
YV 58 B 2 BT 7 MR 1T [T % 9] HBV -
PreS1 BHYE & HBV 1776 FI A il 04— Fp s &, Honl ok

¥ HBeAg Fil DNA AR £ 7', 5 HBV - DNA
¢ E g PCR YEA ML, 5 i B4, BRAE 7 0, SE g0 8L
SRAR, M A& AR B, AT KBRS . A KM RIT
HBV — DNA £ () v /N 78 & e, ] 3 3 & ) HBV -
PreS1 fE°5 HBV — DNA {85256, {H 76 X £5 U B
IRIT I B IER G A0 AT , AN e FARSE — DM HEdn . TEA 5%
PE G BT [ B 3217 HBeAg Al HBV — PreS1 il , AT
v G AR DA 2 BRI RL
S % ik
1 JEHE. SRIF R AT AR kSR ()], EAMEE 2% AT 2 - 1%
YU A% 4, 2004 ,31(3) ;133 - 135
2 T, A, XEH, . CMHRIGEERT S1 BRI A ik
IRIMELT]. ek s BE2E 425k, 2006,29(8) :714 716
30 VLY, S5V T ZAFRETERT ST HUIE A I A R B LY. R
BE2%, 2003,32(3) :366 —367
4 G, BERBE. ZHFRT S1 HUJE S HBV - DNA, HBeAg (HBeAb)
AR IFS [T]. ZRIEEZ, 2007,11(5) ;444
5 INELL RN VR SN TSN R R AR X T E HBY
DNA Z il iy ], HFA S, 2006,14(3) :354 - 357
6 A, ZEmMAE, FEWE. LN PreS1 B JE I KR A [J].
500 8 K 2R 4L, 2007 ,28(5) 1442 — 444
7 A, Fhisfa, Pk ar S1 E A EAA 2 B R B0 5T ik R
[J]. BE2fZER, 2003,9(6) :361 —362
(ks 22011 —12 -26)
(& .2012 =02 - 16)

ARBIMAKHAEEHFNFRBRFARAEE
AR JF#E T 9/ B9 %2 1

K OE O MRET KREZEZ KIEF

W E BH  RIPRETHC M A (greater occipital nerve, GON) B X HUR BRI 2 V1B E ARG T REE W, FiE  mF
80 5] ASA T ~ Il 4530178 4x B IR T PR AR U0 4 VIR AR 14 HHOBR AR B 585 BEMIL 232 GON BHLARF2H (A 1) A0 % BZH (B 41) , &
240 ], A ZHRTFTAT GON BHLHF , W4 H AT 8h H 24h ALK BUS IR 5 00, ] VAS VRS 47974l . 458 AJF 12h Al
24hVAS PF4r A A BALT B4 (P <0.05) . ARJ5 12h Fl 24hA H P EEKHBREWE LT B4 (P <0.05), it ARl GON
REL#  — b T L B R AR R T AR B AR R B T R A9 7 i

XEWR  MARMAHE HRBRREVERAR BT

Effect of Preoperative Greater Occipital Nerve Block on Suboccipital Pain after Thyroid Surgery. Zhang Hao, Wei Guanzi, Zhang Lan-
lan, Chen Weiping. Department of Aesthesiology, 403 Clinical Department, 210 Hospital of PLA, Liaoning 116021, China

Abstract Objective To study the effect of preoperative greater occipital nerve( GON) block on suboccipital pain after total thy-

PR BT 116021 K&, R LZE 210 & BE 403 I R 56 R B A
W IRAE B SF, TS5 48 : chenwp2012@ yeah. net
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