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Effects of IFN - y on the Expression of Transcription Factors T — bet/ GATA3 in Rat Pulmonary Fibrosis. Tu Junwei,Zhao Jianping ,Zhu
Jingqian ,Sheng Lin ,Zhang Yili. Department of Respiratory of Jinhua Ceniral Hospital, Zhejiang 321000 ,China

Abstract Objective To investigate the effects of IFN — v on the expression of transcription factors T — bet/GATA3 mRNA in rat
pulmonary fibrosis and thus to explore the potential therapeutic mechanism of IFN — v on pulmonary fibrosis. Methods Male SD rats
were randomly divided into three groups: the control group( C), bloemycin groups( group BLM) and IFN - vy treated group ( group BLM
—1IFN). The pulmonary fibrosis model was established by intraperitoneal injection with bloemycin (15mg/kg x 10day) . Rats in BLM and
BLM - 1FN group were randomly sacrificed on 7th day ( group BLM1 and BLM - IFN1) ,14th day( group BLM2 and BLM - 1FN2) and
28th day( group BLM4 and BLM -1IFN4), respectively. Semi — quantitative analysis of the histopathologic changes stained with Haema-
toxylin — eosin( H — E ) was performed, and the mRNA expression of transcription factors T — bet/GATA3 in each group were measured
with RT - PCR. Results Alveolitis was the primarily pathologic change of lung tissue in BLM1 and BLM - IFN1, while alveolitis and fi-
brosis in BLM2 and fibrosis in BLM4. Obviously alleviated fibrosis was seen in both BLM — IFN2 and BLM - IFN4 group. As compared
with group C,the expression of T — bet gene was significantly lower in each bleomycin group,while GATA3 was remarkably higher. After
treating with the IFN — v, the expression of T — bet gene was significantly higher in BLM + INFI ,BLM + INF2 and BLM + INF4 than that

in counterpart group of BLMs. The expression of GATA3 was remarkably decreased after two weeks, even lower than that in group C. Con-

clusion IFN - vy could alleviate the degree of rat pulmonary fibrosis induced by bloemycin. The mechanism might be related to that IFN

— v could reverse the out — of — balance of T —bet/GATA3.
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