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Rapid Preparation of High Quality Genomic DNA from Mouse Embryo for Genotyping.
Weiping , Xie Zhifang. College of Basic Medical Sciences, Second Military Medical University, Shanghai 200433 ,China

Yang Rui, Ma Xianhua, Tang Junyi, Zhang

Abstract Objective To develop a rapid method for the extraction of high quality genomic DNA from mouse embryo for genotyping.
Methods Genomic DNA was prepared using alkaline lysis followed by high — salt extraction from mouse embryonic tissue. The integrity
and purity of the DNA was assessed by performing agarose gel electrophoresis and ratio absorbance measurements at A260/A280. The
DNA samples were then subjected to PCR amplification using two primer pairs. Results The genomic DNA was extracted from mouse
embryonic tissue within 2h using the new method. There was no sign of degraded DNA during preparation and the purity of the DNA deter-
mined from the A260/A280 ratio averaged >1.77. The DNA produced a reproducible PCR product pattern. Conclusion The new meth-

od is time — saving, economic and reproducible for the preparation of high — quality genomic DNA from mouse embryo for genotyping.
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Comparison of Intraperitoneal Injection and Intravenous Injection of '*F — FDG PET/CT Imaging in SD Rats.  An Bei,Du Xiangke, Huo
Tianlong , Zhang Weitao, Yao Wei,Yi Xianfeng. The Radiology Department of Peking University People's Hospital , Beijing 100044 , China

Abstract Objective To compare the PET/CT imaging of SD rat between intraperitoneal injection of "*F — FDG and tail vein injec-
tion of *F — FDG. Methods Eight healthy SD rats about 8 — week — old were studied in the experiment. Each rat was injected into *F —
FDG by tail vein. PET/CT scanning was done immediately after injection of '*F — FDG. The similar PET/CT scanning was done by intrap-
eritoneal injection of *F — FDG after 4 days following the first PET/CT scanning. We compared the SUV of different organs in SD rats at
10min, 30min, 50min, 70min after scanning between the two injection methods. Results The intraperitoneal injection group had slower
SUV of *F = FDG in brain, harderin gland, heart, liver and kidney than tail vein injection at 10min, 30min after scanning, and there was
a significant difference between the two groups( P <0.05). The SUV of organs in SD rats was same between the two groups, There was al-
so an important staictical meaning (P >0.05). Conclusion It is available to inject *F — FDG by intraperiton injection instead of tail
vein injection, when PET/CT scanning of rats was done.
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