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Role of ¢ — Met in Adenocarcinoma of Endometrium.
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Abstract Objective To study the expression of ¢ — Met in endometrial adenocarcinoma ( EC) and its relationship with clinical

pathological pamameters. Methods The expression of ¢ — Met protein and ¢ — Met mRNA were detected in 60 endometrial adenocarcino-

ma tissues and 20 normal endometrium tissues by immunohistochemistry and real — time quantitative reverse transcription — polymerase
chain reaction (QRT — PCR) respectively. Results In endometrial adenocarcinoma, the expression of ¢ — Met protein was correlated with
histological grade and invasion of deep muscular layer( P <0.05) , but not with age, pausimenia, clinical stage and lymph node metastasis
(P >0.05). The positive expression of ¢ — Met mRNA in endometrial adenocarcinoma was higher than that in normal endometrium tis-
sues,and the difference was statistically significant( P <0.01). Moreover,it was correlated with differentiation of endometrial adenocarci-
noma(P =0.017). Conclusion The high expression of of ¢ — Met plays an important role in the occurrence and development of endome-
trial adenocarcinoma.
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