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Analysis of Genotype and Clinical Manifestations in Patients with Hepatitis E.
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Abstract Objective To observe whether the different genotypes (type 1 or type 4) are different in patients with acute hepatitis,

such as serum biochemical parameters, clinical performance, and clinical outcomes. Methods A total of 92 patients with acute hepatitis

by enzyme — linked immunosorbent assay method detect anti HEVIgM positive. HEV ORF2 partial gene sequences was amplified by re-

verse transcription — nested PCR method using degenerate primers. Nucleic acid sequence analysis was used to genotype analysis. Results

Of 92 cases HEVRNA - positive patients with acute hepatitis, 21 cases of the infection HEV1 type, HEV4 71 cases. Compare two

groups of different genotypes of hepatitis E in patients with clinical manifestations of fever, gastrointestinal symptoms and serum biochemi-

cal tests, there was no significant difference. Conclusion
with clinical manifestations.

Key words Hepatitis E; Genotype ; Nucleic acid ; Sequence

T FE R 5 5 2 5 R SR 26 & AR e R, H
AR O T R 4 SR R B L4 ) bk R
RFm 1R DBV E MR 2 B, DI SEE B R
Ry 3 B DL E B RN 4 B, O ISR
T T 1 32 T A I 48 0 R R R 1 LR 4 A
VLA A% MR GE e 1 R/ DL R Y 4 RURE R £, Xt
T[] 5 PR 780 5 T 9 2 Rk e R8I DR 3% 32 5 A7
TEZEFWE AL 2 H N E AR & B B B 1Y &
PRI 4 /B T, 92 RS iE AT HEV JE X 51 43
BB E IR A RGBT

ME5FHE

L BFFEXT 5 :2002 ~ 2004 4F LI K 2008 45 4 % BE i 45 B 2
P T 6 8 % v 8 AT HEV 3D 910 40 47 1 92 451 1
T 46 5 25 S0 AT [0 JBUPE I DR 43 477 , 55 M 69 481, 4t 23 41, 4
25 ~77 % . Wi RIS WTAR 5 2000 4F w4 B8 2 2 {5 Y o 15 95 4
HURG A2 G 2 4 2 e A B 3T 1 s 2 M I 42 B A O %6 o

He I H - R B B IR 2 SR AL I PR PR (2010JL10)
YE# BAL: 100069 & 8 BERL R 2% i b 546 22 B2 e JTF9s 79 43 ik
WIREE H S, BT EH :xinxin0797 @ sina. com

- 132 -

No difference in different genotypes of hepatitis E virus infection in patients
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