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Abstract Objective To examine the correlation of mTOR and Notch in human breast cancer tissues. Methods

Western blot of

pS6, the direct target of mTOR and HES1, the canonical target of Notch was done on 33 human breast cancer tissues. Immunohistochem-

istry (IHC) staining of pS6 and Notchl was done on 57 human breast cancer tissues. The results were then quantified and statistically an-

alyzed to reveal the correlation of mTOR and NOTCH activation by Stata 9.2. Results

breast cancer samples examined (30 samples using Western blot and 57 samples using ITHC). Conclusion

mTOR and Notch had significant relevance in the

The coactivation of mTOR

and Notch signaling pathways suggests the correlation of the two pathways in breast cancer.
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