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Expression and Transcriptional Activity of HSF1 in Human Hepatocellular Carcinoma. 7Teng Hongfei, Song Zhenshun, Li Yuhuan, Fan
Ziyang. Department of Hepatobiliary and Pancreato — Splenic Surgery, Xijing Hospital, The Fourth Military Medical University, Shaanxi
710032, China

Abstract Objective To observe the expression and transcriptional activity of HSF1 in human hepatocellular carcinoma. Methods
The expression and phosphorylation of HSF1 in several cases of human hepatocelluar carcinoma tissues and adjacent tissues was detected
by immunohistochemical and Western Blot methods. The differences was analyzed between them. Results The results of immunohisto-
chemical and Western blot suggest. expression of HSF1 in human hepatocelluar carcinoma tissues was higher than that in adjacent tissues,
the level of phosphorylation of HSF1 in human hepatocelluar carcinoma tissues was higher than that in adjacent tissues too. Conclusion
Expression and transcriptional activity of HSF1 in human hepatocellular carcinoma tissues were higher than those in adjacent tissues.
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