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Detection and Significance of Mus81 in Breast Invasive Ductal Carcinoma. Qian Ying,Sun He,lv Juan,Wu Yunlu,Dong Xuejun. School
of Laboratory Medicine and Life Science of Wenzhou Medical College ,Zhejiang 325035 , China

Abstract Objective To explore the expression and significance of Mus81 in breast invasive ductal carcinoma tissues. Methods
The expression of Mus81 mRNA and protein was detected in 39 human breast invasive ductal carcinoma tissues and 39 paired paracancer-
ous tissues as well as 15 breast fibroadenoma tissues by RT — PCR and Western blot. Results Mus81 was positive in 26 of 39 breast in-
vasive ductal carcinoma tissues. The expression of Mus81 in breast invasive ductal carcinoma tissues tissues was significantly lower than in

that of paracancerous tissues(i= -6.546,P <0.01;:= —4.264,P <0.01). Mus81 expression in breast invasive ductal carcinoma tis-
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sues was markedly lower than in that of breast fibroadenoma tissues (t= —6.117,P <0.01;¢= -3.566,P <0.01). Compared with the

breast fibroadenoma tissues, the expression of Mus81 mRNA and protein in paracancerous tissues was decreased (¢t = —0.519,P >0.05;

t=-2.128,P >0.05). The expression of Mus81 mRNA and protein was correlated with TNM stages (¢ =2.297,P <0.05;1=2.763,

P <0.05). No significant association of abnormal Mus81 expression with factors such as age of patients,size of tumor, lymph node metas-

tasis, was observed (P >0.05). Conclusion The Mus81 expression levels were decreased significantly in breast invasive ductal carcino-

ma tissues,which was correlated with high TNM stages, indicating that detection of Mus81 helps the assessment of breast invasive ductal

carcinoma.

Key words Breast invasive ductal carcinoma;Mus81 ;RT — PCR ; Western blot
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