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Evaluation of the Method for Polymorphism of Methylenetetrahy Drofolate Reductase and Survey the Gene Frequency in a Massive Popula-
tion. Xu Hui,Yue Zhigang, Zheng Limin, Fan Xiugin, Jia Jing, Sang Hua, Jiang Ying, Wang Hong, Huang Yan. Laboratory Depart-
ment, Beijing General Coal Hospital, Bejing 100028, China

Abstract Objective To evaluate the method of real — time fluorescent qualitative PCR for polymorphism of methylenetetrahy drofo-
late reductase( MTHFR) C 677 T mutation. To survey the gene frequency of MTHFR C677T in a massive population. Methods Sequen-
cing was performed to confirm the accuracy of FQ — PCR. The precision was checked by detecting the same sample 20 times in a period of
20 days and the Cp value was used to describe the variation. FQ — PCR and polymerase chain reaction and restriction fragment length poly-
morphism ( PCR — RFLP) were compared by detecting 50 samples at the same time. The linearity was verified. Results The results of FQ
- PCR were in full concordance with that of sequencing. The method could detect human DNA in the range of 6.2 x 10 =6.2 x 10*pg/
wl reaction. There is no significant difference between FQ — PCR and PCR — RFLP method. The inter — group and intra — group CVs of Cp
value were 1.38% and 1. 48% respectively. The frequency of CC, C/T and TT genotypes of MTHFR C677T was 41.8% ,30.9% ,
27.3% and 38.3% ,32.2% ,29.5% in male and female Chinese people respectively, and the allele frequency was 57.2% ,42.8% and
54.4% ,45.6% respectively. There was no significant difference between genders. Conclusion The combined merits of reliability, flexi-
bility and simplicity should make the method of FQ — PCR instead of sequencing and PCR — RFLP suitable for routine clinical testing and
large scale genotyping.
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Effects of General Anesthesia Combined with Epidural Block on Postoperative Recovery Period in Patients Undergoing Upper Abdominal Op-
eration. Wei Binghua, Li Changke, Xu Mingqing. Department of Anesthesiology, The Affiliated Yuebei People's Hospital of Shantou Uni-
versity Medical College ,Guangdong 512026, China

Abstract Objective To study the effect of general anesthesia combined with epidural block on postoperative recovery period in pa-
tients undergoing upper abdominal operation. Methods  Sixty patients were randomly divided into two groups. The observation group
(group A) was received general anesthesia alone, and the control group( group B) was received general anesthesia combined with epidural
block. The change of blood pressure and heart rate, anesthetic doses, emergence agitation, intraoperative awareness were obversed in perio-
perative period. Results There was not intraoperative awareness in all of them. The doses of propofol and fentanl, incidence rate of post-

operative awake were obviously lower in group B compared with group A. The time of awake and extubation were apparently shorter in group
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