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Construction of Murine HBV S — ecdCD40L Expression Vector and Prediction of Its Biological Activity. Xu Ying, Wu Jinming, Wu
Wenzhi,Lan songsong, Wu Lecan. Department of Gastroenterology, The First Affiliated Hospital of Wenzhou Medical University, Zhejiang
325000, China

Abstract Objective To construct murine HBV S — ecdCD40L expression vector by biotechnology and forecast the biological activi-
ty of HBV S - ecdCD40L fusion protein. Methods First HBV S gene was amplified from plasmid and mouse ecdCD40L from lympho-
cytes, then HBV S genes was fused and murine ecdCD40L genes in RT - PCR and expression vector was constructed. Whether the ex-
pressed proteins in line with expectations was analyzed by software. Results The expression vector was constructed successfully. The hy-

drophobic and hydrophilic of fusion protein was the same and fusion protein secondary structure level had no new epitope. The linker did
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not influence the secondary structure of the protein. Conclusion The design of the fusion protein is appropriate. It keeps the biological

activities of HBV S and murine ecdCD40L.

Key words HBV S; ecdCD40 ligand; Biological activity prediction
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