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Expression of EBV in Lymphomas of Different Types and Comparison of Different Detection Methods. Lu Lu,Sun Wenwen,Yuan Fengju,
Yang Kaiyan. The Pathology Department of First Afiliated Hospital of Wenzhou Medical University, Zhejiang 325000, China

Abstract Objective To investigate the expression of EBV in different types of lymphomas and comparative three different detection
methods (IHC,ISH,PCR) . Methods We collected 57 lymphomas including extranodal NK/T cell nasal type lymphoma 12 cases, angioi-
miunoblastic T cell lymphoma 13 cases, Hodgkin’s lymphoma 12 cases and diffuse large B — cell lymphoma 20 cases. The expression of
EBV protein LMP - 1,EBERI mRNA and EBV DNA in 57 lymphomas were analyzed by immunohistochemistry (IHC) ,in situ hybridiza-
tion(ISH) and Polymerase chain reaction( PCR). Results The positive results of EBV LMP — 1 protein expression, EBER1 mRNA ex-
pression and EBV DNA expression were 17.5% (10/57) ,47.4% (27/57) ,50.9% (29/57 ) respectively in 57 cases of lymphoma, inclu-
ding 8.3% (1/12),83.3% (10/12),91.7% (11/12) in extranodal NK/T cell nasal type lymophoma,30.8 (4/13),53.8% (7/13),
61.5% (8/13)in AILCL,33.3% (4/12) ,41.7% (5/12) ,41.7% (5/12)in HL,5.00% (1/20) ,25.0% (5/20) ,25.0% (5/20)in DL-
BCL. The expression rate of EBV by PCR and ISH was higher than IHC. Conclusion There was a close association between EBV infec-
tion and lymphomas,with variation among different types of lymphomas. The expression rate of EBV by IHC,ISH,PCR was variation. The
expression rate of EBV by PCR and ISH was higher than THC.
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Incidence of Bloodstream Infection in the Intensive Care Unit and Its Impact on the Prognosis of Patients. Wu Changjiang, Li Ningjun,
Zhu Tuanjie. Intensive Care Unit, Suzhou Kowloon Hospital Shanghai Jiaotong University Medical School, Jiangsu 215000, China

Abstract Objective To investigate the incidence of bloodstream infection for patients suspected to have infection at the time of
ICU admission and to assess its impact on the outcome. Methods Retrospective cohort study from all the admissions in ICU, in whom

blood cultures sent at the time of admission were analyzed. Data regarding patient demographics, probable source of infection, previous
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