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Gene Diagnosis for Myelodysplastic Syndromes ( MDS).
Lab. ,V = erb( Tianjin) Gene Therapy Co. LTD, Tianjin 300020, China
Abstract Objective

Feng Baozhang, Hao Jianping, Lei Jianling, Shao Zonghong. 1,V — erb

Based on Southern blot results, we designed and synthesized a pair of primer and two oligodeoxynucleotides
(OLigos) for MDS gene diagnosis. Methods The PCR test on bone marrow cell’s DNA for 32 cases patients with MDS, 13 cases with
suspicious MDS, 53 cases with other hematologic diseases and 8 normal donners. Two Oligos were designed and synthesized and then
marked with digoxin. In - situ hybridization (ISH), bone marrow cell smear was performed for 33 cases patients with MDS (including
MDS transformated — leukemia) , 3 cases suspicious MDS and 19 cases other hematologic diseases. Results The results showed that all
MDS cases have a common PCR electrophoretic band type. All MDS yielded positive reaction in ISH. In controll group of 19 cases, how-
ever, there was only 1 case AA, 2 out of 3 cases suspicious MDS showed positive reaction. The signal enhancement of ISH is related not
only to MDS transformation into leukemia (P <0.01), but also to SCD negative reacation (P <0.01). Conclusion

This produces a

MDS PCR gene diagnosis method. This proves that the restriction site within two Oligos we designed is indeed at the position of MDS C -

erbB rearrangement and rearrangement/amplification. Hence, a target position for MDS gene therapy is found.
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Impact of Dual — chamber Pacing on Cardiac Contractile Function in Patients with Atrioventricular Block.

Chenhong. Jingzhou Central Hospital , Hubei 434020, China

Guan Wenjun, Xie Jin, Xu

Abstract Objective Whether biventricular pacing can reduce the mortality and morbidity in patients with atriventricular block.
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