Batfficdeds 2014463 4 4543 % 453 W) - 1E = -

DA TR A BRI C 2 MR T A I A A 4 VPG BRE. K AN DN A2 SR (). 0 B IR

NS AR Al 5 16, RO 5 2 B 22 SRR Y Y 1999,4:21 =23

- . N N N e—» 5 Rantanen J, Metspelto R,Feldt T, et al. Long — term stability in the
SR o AN ARBIETE AL LR S A REAR N E SRS & . o S

‘ . N . Big Five personality traits in adulthood [ J]. Scandinavian Journal of
SRR B o af R W BRI R 6 e, s 00T, o R RS A A 2988 5 1) % A ¢
HEATHR I (3. o PR HE S 2005 ,9.(44) 146 48

5% Ht T PR (. RS R IR B 6697 4 KT HER UL 15 AN
FRAEWFSE LT ] v [ B O B2 2 75,2008, 16 (5) 1485 - 487

1 FeingoldA. Gender differences in personality: a meta — analysis[ J].

Psychological Bulletin, 1994 ,116(3) ;429 - 456 8 HUSEAR,BRED, SRR, w0 AR UM AL A S 22 A I TR A R AR
2 Y TR KR AT L P 2 S [0 7 RUFELI). o E RO E AR K, 2007,15(9) 802 - 803

Femaz g A SRR 2005 ,2 1370 - 373 9 UL WU AR BT A AR 5 AR BE A OC R [T ]
3 CanalsJ, Vigil — Colet A, Chico E,et al. Personality changes during o RO B 2%, 2007 ,15(2) <119 - 121

adolescence; the role of gender and pubertal development[J]. Per- (i [ 491:2013 - 10 -29)

sonality and Individual Differences , 2005 , 39 (1) . 179 — 188 (f&EH #]:2013 - 11 -06)

ERCC1 RikKF 5 LA 254 4 Bt 1Y
B 2 A 4 B AL 7T 7 3 R MR 3

E % REE BHEX F OB K 2

M OE BR E TR R R NS 25 i B AR T R AR AR 180 ERCCL 3R KT AR b, 45 & I IR T A
FEAR G A BT, SR AR S 0 i B AR 77 AU W AR R T REME . Al IR YT T A PR A S 5 7 M AJCC T ~ A0 o
HREAT VIR SRR w0 [ BT R E 80mg/ (m” - d) L8 1 ~ 14 K JHCA BV FIAH (130mg/m’ 55 1K) B B4k yr 45 A 4 BE P AR, R
TP A T B iR | IE R 2L ZURRAS G RT — PCR 5 vk A EE BRI KO- % ERCCL 3 A7 K60, 43 7 5 37 4l B AL y7 7 A2 ) 11 56 &
R ON20124 6 F ~2013 453 4 A 32 i) AJCC T ~ TN H B 98 83, A AU E S BLT Z /0 2 A i iy 21
161 £ 5 Hh I PR % % (65. 6% ) , 10 {9 £ 35 Bgs AL 81 B2 R (31.3% ) . BImH Al B b7 B A% 7 65.6% . RT - PCR K il 2% 1
Bon, BB BT 3 ERCCL A K PRI = % U WAL THE MUK #H (P <0.01) ., £1i8  ERCC1 335K P28 4k 7T fiE i
Sy BRI LA A2 245 1 Sy il T 8 B A B AT T O B A A A R A

XM HE BBy ERCCL EWS#GREY

[FEFES] R735 [ xmktRiZEE] A

Correlation of ERCC1 Expression with Histological Tumor Response in Gastric Cancer Patients Receiving Neoadjuvant Platinum - based
Chemotherapy. Li Tao, Liang Meixia, Feng Daofu, Li Ting, Chen Lin. Department of General Surgery, Chinese PLA General Hospital,
Beijing 100853, China

Abstract Objective To onalyze the impact of microRNA expression of key DNA repair signaling factor involved in processing plat-
inum — induced DNA lesions (ERCCI1, excision repair cross complementation 1) , on treatment outcomes in locally advanced gastric cancer
patients receiving preoperative oxaliplatin combined with S =1 chemotherapy. Methods We preoperativly study AJCC stage Il /1l gas-
tric cancer patients received oxaliplatin (130mg/m”; day 1)and S—1 [80mg/(m” + d); days 1 —14] every 3 weeks and subsequently
performed gastrectomy with D, /D, lymphadenectomy. Paired tumor and normal fresh frozen tissues were collected to evaluate mRNA level
of ERCC1 using quantitative reverse — transcriptase polymerase chain reaction (RT — PCR) to analyze correlation of ERCC1 with tumor

response. Results Between June 2012 and March 2013, thirty — two patients were enrolled in this study. 21 (65.6% ) patients had clin-
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ical tumor response and 10 (31.3% ) patients achieved histological response. Quantitative reverse — transcriptase polymerase chain reac-

tion results showed that excision repair cross complementation 1 (ERCC1) mRNA expression was significantly higher in histological non —

responders than responders (P <0.01 ). Conclusion

cancer patients treated with platinum — based chemotherapy.

ERCC1 expression may be a potential predictive biomarker in advanced gastric

Key words Gastric cancer; Neoadjuvant chemotherapy; ERCC1; Biomarker
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