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Expression of miR —21 in Serum of the Breast Cancer Patients.
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Abstract Objective To observe the expression of serum level of miR — 21 in breast invasive ductal carcinoma for identifying its
clinical significance. Methods The expression of miR —21 in serum sample of 49 cases from Mar 2012 to July 2013, 23 cases of benign
breast lesions, 26 cases of breast cancer (9 cases at stages | , 11 cases at stages Il , 6 cases at stages Il ) was detected by real — time
fluorescence quantitative PCR. The correlation between expression of serum level of miR —21 and the clinicopathogical features of breast
carcinoma were analyzed. Results The serum level of miR — 21 in breast invasive ductal carcinoma was higher than benign breast le-

sions. High serum miR —21 expression was associated with advanced stage and Lymph nod metastasis. Conclusion The high level of se-

rum miR —21 may contribute to the pathogenesis and development Lymph nod metastasis of breast cancer.
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