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Expression and Purification in vitro of NDX -4 Protein in C. elelgans and its Enzymatic Activity Assay. Guo Jiao, Xu Xinmin, Gan Wer,
et al. Graduate School , Peking Union Medical College and Chinese Academy of Medical Sciences, National Center for Clinical Laboratories ,
Beijing 100730 , China

Abstract Objective To express and purify NDX —4 protein by constructing NDX —4 clone vector and expression vector, and to
study its enzyme activity. Methods We constructed NDX —4 clone vector by inserting NDX —4 ORF into PGEM — T vector and inserted
NDX -4 ORF into pET —30a( + ) by the method of double digestion. IPTG was used to induce the expression of NDX -4 and carried out
resin purification. After SDS — PAGE of purified protein, we performed Coomassie blue staining and Western blot to determine the quality
of NDX -4 expression in vitro. We detected its hydrolytic activity of 8 — oxodGTP and 8 — 0xoGTP by HPLC - UV technology. Results
Coomassie blue staining and Western blot showed a single protein band after IPTG induction and its size was about 24KD. Analysis of
HPLC - UV showed that both 8 — 0xodGTP and 8 — 0xoGTP were converted into corresponding disphosphate — and monophosphate — form.
Moreover, with the increasing of NDX -4 protein, the two hydrolysis products were increased also. Conclusion NDX -4 protein in C.
elegans has the ability to hydrolyze 8 — oxodGTP, as well as 8 — oxoGTP, which may be significant to inhibit the oxidative damage of DNA
and RNA.
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Construction of the Lentivirus Vector of Human FAM172A Gene and Its Expression in Human Macrophages.  Li Meifang, Zhang Rong,
Li Lianxi,et al. Department of Endocrinology and Metabolism, Shanghai Jiaotong University Affiliated the Sixth People's Hospital, Shang-
hat Clinical Center for Diabetes, Shanghat Diabetes Institute, Shanghai Key Laboratory of Diabetes Mellitus, Shanghai 200233 ,China

Abstract Objective To construct the lentivirus vector of human FAM172A gene, package corresponding virus and identify its ex-

pression in human macrophages. Methods After PDC315 — FAM172A being taken as a template to amplify overall length of FAM172A
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