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Expression of Mus81 and GEN1 in Lung Cancer Tissues and Their Clinical Significances. Yu Guangmao, Wu Yunlu, Qian Ying,et al.
Shaoxing People's Hospital ,Shaoxing Hospital of Zhejiang University , Zhejiang 312000 , China
Abstract Objective To explore the expression and clinical significances of Mus81 and GEN1 in lung cancer tissues. Methods

The expression levels of Mus81 and GEN1 mRNA and protein in 30 human lung cancer tissues and paired paracancerous tissues were de-
tected by RT — PCR and Western blot. Results The expression levels of Mus81 mRNA and protein in lung cancer tissues were significant-
ly lower than those in paracancerous tissues (1= —3.529,P <0.05;t= —-4.273,P <0.05). There was no significant difference in the
expression levels of GENI mRNA and protein between lung cancer tissues and paired paracancerous tissues (¢ = -2.006,P >0.05;¢ =
0.957,P >0.05). There was no significant correlation between the expression levels of Mus81 and GEN1. Conclusion The Mus81 ex-
pression levels were decreased significantly in lung cancer tissues, which indicated that the downregulation of Mus81 may be related to the
occurrence of lung cancer. Meanwhile, detecting the expression levels of Mus81 contributed to the diagnosis of lung cancer. There was no
significant difference in the expression levels of GENI mRNA and protein between lung cancer tissues and paired paracancerous tissues,

which indicated that GEN1 may not play a major role in tumor occurrence and development. There was no significant correlation between

the expression levels of Mus81 and GENI.
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