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Dynamic Expression of Shh,Ptch and Smo in the Hedgehog Signaling Pathway during the Chemical — induced Liver Carcinogenesis in Mice.
Li Yunqiu,Kuang Zhipeng ,Wu Jining ,Kong Na,Yang Fan. Department of Experimental Research,Affiliated Tumor Hospital of Guangxi
Medical University , Guangxi 530021 , China
Abstract Objective To explore Hedgehog signaling pathway members Shh, Ptch and Smo dynamic expression in each stage of in-
duced C57BL/6]J mice liver cancer process. Methods 95 normal C57BL/6]J male mice were randomly divided into chemical - induced
group (50 mice) and normal control group (45 mice). Liver tissue was regularly obtained to detect by immunohistochemistry, RT - PCR
and western blot. Results Immunohistochemistry showed Shh,Ptch and Smo expression of the chemical — induced group were weakly pos-
itive on the 6th,the 8th and the 10th week. Then all of three appeared moderate expression at 16th week and strong expression at 20th
week. While the normal control group was not detected for them. RFQ — PCR showed Shh mRNA ,Ptch mRNA and Smo mRNA expression
of the chemical — induced group continued to rise,and at the 20th week all of three expression had reached the highest level (Shh mRNA
was 15.986 +1.784 ,Ptich mRNA was 11.272 £0.295,Smo mRNA was 10.185 +£0.716) ,and were significantly higher than the normal
control group( P <0.05). Western — blot showed the Shh,Ptch and Smo protein expression of the chemical - induced group appeared weak
expression from the 6th,the 8th and the 10th week. At the 20th week, all proteins expression enhanced significantly. While the normal con-
trol group were not detected for them. Conclusion Accompanied by the time prolonged, Hedgehog signaling pathway gene Shh,Ptch and
Smo expression level had been elevated,and is closely related with the occurrence and development of hepatocellular carcinoma in mice.

Key words Liver neoplasms; Hedgehog signaling pathway ; Dynamic changes
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5 HE 34 Rz 3 BR 4B iy Rk bk (24T
JE 75 8 21 (Shh) Xt fE 40 (Shh) 7598 40 ( Pieh) X HE 2H (Pich) 7598 2H (Smo) Xt B ZH (Smo)
4 1.446 £0.446 1.034 +0.326 1.416 £0.400 1.012 +£0.186 1.414 £0.397 1.015 £0.208
6 Ji 3.017 £0.350 " 4 1.008 +0.148 1.885 +0.070 " 1.047 £0.353 1.886 +£0.067 1.042 £0.333
8 JA 4.712 £0.339 4 1.000 £0.016 3.258 £0.192 %4 1.021 £0.253 3.194 £0.143 1.012 £0.200
10 J& 6.282 +0.819* 4 1.069 £0.423 4.476 +0.320* 4 1.004 £0.107 4.511 +0.303 ** 1.005 £0.125
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20 i 15.986 +1.784 " A4 1,001 +0.075 11.272 £0.295 = 4 1.002 £0.074 10.185 +0.716 ** 1.001 +0.526
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hog 17538 B (A% 00 B B o BF S F W1, Shh 3 [H] 2 4
T — 250 530 8 1A S N R, B 4 B — 2R 51 43 b
TR, 1980 AFE T S 7E SR g S I o A b p R B,
Gifh iy Shh 2 (1 E B &G S KR sh N 7, 2
Hedgehog 15 538 J# i T ZAH L840 . Smo K Ky
JEUIRE R, A% 19 Smo )R T G E MBI Z K, 4
TAERX , E HH (G5 Mg h R EHRRIEN. A
WFFEINA Preh WG A FEMVE VR, 2 — 3w 2
AE e S PEM S Smo WY (F 5 ¥4 T DI RE , /e HH {5530
Bt BENE AL S| K I . FE A Shh FLAR(E S HIBCF,
Ptch 5 Smo 454,31 Smo 0975 Tk, 1Z 1= 5 i i 4k T
KIHIRA . £ Shh & (1 F ik Shh H 45 Pich
HALE MR T Pch A X) Smo [, Smo % 3
W AR T O B S R G R T R B R Ui Sk A o 25
T, DT 38 42 96 14 2 2 T

A 5% 3 o @ 57 CSTBL/6T /N BB % P T 95 o0
WIRE Y | IR 8 20 U4k 2 | SE i 98l 5 i PCR
Fe AR (5N 48 I Shh Pteh Al Smo = % fy 4
DR S 2 1A 72 M50 g S A A R K O, T G M
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MOBLE . 455 WoR, S A SU A 1k 5L 9% O i
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Y e = S PR AR A, S0 T Tk I AR R A
W2z B PR . 59 2L HT ] Shh Pich A1 Smo — 35 iy 4%
P 357 W] S5 S 8 40 AU AE 2 1k R, i 9 41 Shh,



BEAEpse el 2014 4E5 A 5543 % 50

Ptch I Smo & 143 BITESS 6 & 45 8 A A4S 10 Ji A
LSS P . SER PO E i PCR A KL 45 5 R,
5IEH X AL e, 5 g A/ BRUF 4140 Shh mR-
NA Ptch mRNA Fl Smo mRNA [ FE LM 25 6 & .
B0 M 8 TG, AW R TIER XA, 2R
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A0 L 9k K I 45 2R B, 15 98 41 Shh | Preh
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§93RIK o XU TE 7 9 T 0T/ B4 2UCh R AE R
NP AR , = F R A A B I B TR I
AR, BT G g2 20 2 Ak 2 % R BR 11 5 D S0 A DN 285 2R
SETEA T, R BER AR e L AR B Rk
FRZEFIFRK I o A 52 5 S 2 A ) ARk
[ 5 , 7% 2 Shh Prch A1 Smo 7 1 8] 7 25 16 22 5
A 10 PR 55 14 J8 , & F a5 W — 410 [ —
JE % M 24H 19 Shh mRNA  Ptch mRNA I Smo mRNA
MRIEZEFH G #E L (P <0.05,P <0.001),
H =35 1 2238 1 7 0ok B v 2 0 3 1 0 1) #4 #5, Shh
R ALY, J5 — JE9] Shh mRNA () 221k K 1 5 255
THT— W By &8 K (P <0.05) , Ptch mRNA #l
Smo mRNA W 755 14 JA MY 221k th W W &5 /250
12 AR RIA (P <0.05) o fE55 16 JABE, /N B 20
U AR R R L [ o g 41 24K 2 Pk K DU Shih
Prch Fl Smo 2 [ 2 ik 35 5t v B BH P 5 52 A 28 0 &
PCR #;i Shh mRNA Ptch mRNA 1 Smo mRNA [ 3%
KRR B 1, B A Ik R = 0 H &
BT BT R GE . M B U5 B 3% 1, Shh
Prch FI Smo ) 32 35 78 2 H R P 07 ¥ 4 T v 34 &2 1
Fhash, 5] 20 Bf ik e B o Db I G 1 Sk 24 vk R
Shh Pich 1 Smo 3 ik #5 5 5 BH 1 5 52 1 98 0% @ &
PCR 7 (118 45 5 Shh mRNA f 15.986 + 1.784, Ptch
mRNA Jj 11. 272 +0.295, Smo mRNA 3 10. 185 =
0.716) FIEE [ 5T BN 5 A = 3% Rk ¥ ik i KAk, it
AR E B TE AL,

S 5 RN A T/ BUF A5 R N7 1 3
T2 — A Hy o A B A 30 T AR 1 3 A AR Ak sk AR 7 B 1Y
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OORISE I I L% 1 N e o A e 7 N T A € 273
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BB E I, A B AR, R E ETE R,
B g5 5 2 20 J& IE LI KN BRI, 2k A
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