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Distribution of 16S rRNA Methylase Genes and Aminoglycoside Modifying Enzymes Genes in Pandrug - resistant Klebsiella Pneumoniae Har-
boring blay,._,Type Carbapenemase Gene. Huang Zhimi,Shan Hao,Xia Shouhui,et al. Microbiology Laboratory,The 98th Hospital of
People's Liberation Army , Zhejiang 313000, China

Abstract Objective To investigate the distribution of 16S rRNA methylase genes and Aminoglycoside modifying enzymes( AMEs)
genes in pandrug — resistant Klebsiella pneumoniae harboring bla,,. _,type carbapenemase gene. Methods Nineteen strains of pandrug —
resistant Klebsiella pneumoniae harboring bla,. _,type carbapenemase gene were isolated from the inpatients between November,2008 and
July,2009. Six kinds of 16S rRNA methylase gene (including armA ,rmtA ,rmtB,rmtC,rmtD and npmA) and 14 kinds of AMEs gene [ in-
cluding ant(3”) — [ ,ant(2") = I ,ant(4') - I a/b,aadA4/5,aadA6/16,aac(3) - | ,aac(3) — Il ,aac(3) — Il ,aac(3) - IV, aac
(6') = I b,aac(6’) — I, aph(3’) — 1 ,aph(3’) = II'b and aph(3’) - Vla] were analyzed by PCR and verified by DNA sequencing.
Results Of the 19 strains tested , the positive rate of genes of aac(3) — Il ,aac(6’') = I b,aac(6’) — I ,ant(3"”) — I and aph(3’) -

I were 10.5% (2/19), 5.3% (1/19) ,100.0% ,100.0% and 10.5% (2/19) ,respectively. The 15 kinds of rest genes were all tested
negative. To the No. 6 strain of Klebsiella pneumoniae that the aac(6’) — I b gene was positive, analysed by PCR and verification by DNA
sequencing, was confirmed to take the aac(6') — I b — cr. Conclusion AMEs genes aac(6’') — Il and ant(3”) - | are prevalent in

pandrug — resistant Klebsiella pneumoniae harboring bla,,. _,type carbapenemase gene isolated from the inpatients.
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