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EMHZBFFRXEEMBES HBsAg 5 HBV - DNA X
RTIThge s tR B HE R R 53 B

BRL&EH RFEA R A

w OE BN WIS B R B E HBsAg @ ik U 45 5 43 A k0 &% H: 5 HBV — DNA -y BE 46 4% 1 AH OC M .
FiE  HEHC177 5] HBV — DNA [HME 8 B R B H , 50h CIF R Wi 8 e $UJ5 (HBeAg) FHPEZL 115 i) HBeAg B M 41 62
B, B Ak 2 & G % 43 ik (ECLIA) 52 Sl HBsAg & &, SE AT 28 % %€ & PCR ¥ (FQ - PCR) £l HBV — DNA, Il 3 & AU6800
4 B 3 A A4 B A8 2 e T 9 4G T AT X RE 8 bR (ALT (AST (ALP vy - GT) o ZEit4r#r 4[] HBsAg 5 HBV - DNA & £ (22 1, 4%
A IMYE HBsAg 5 HBV - DNA JeJFSiRBHE AR (I A AHSCME . S8R B0 LU (405 U 43 A 8038 7R , HBeAg BH M4 5 B M4
HBsAg 5 HBV - DNA & & ( %t 84 J5 2678 ) 4> 3 g 4678. 51U/ m1(2806,6128.7) .2770. 01U/ m1( 1228 ,5440) ;5.56(3.86,7.54) .
3.66(3.16,4.59) fEES %25 (P <0.05), HBeAg FH¥E4L " HBsAg 5 HBV — DNA M AKFEAEHH G (r=0.537,P <0.01),
7€ HBV — DNA b F 10° ~10° ,10° ~107 , > 107 1U/ml % il 45 i 5 2 40 26 Z 505> 324 0.205 ,0. 443 0. 712(P ¥ <0.05) . HBeAg [
P20 HBsAg 5 HBV — DNA [A] A 3¢ 240} 0.22,P =0. 083 ; 7£ HBV — DNA<10*'TU/ml 5 > 10°TU/m] & i & B 5 35 A6 3¢ 2 805 50
75°0.03 F10.08;7E ALT AST J}7&5 5 1E % I P AHOC R £ 43 il o 0.23 F10. 17, W4 € i HBsAg 5 EEF I REFR 5 ALT (AST,
ALP .y - GT ¥ RAETEAR M . 8518 HBeAg FHPEME M 2 B4 (B 2 175 HBsAg % & 7] Lt HBV — DNA & il #2 ¢ , v % B i =
JH I 58 i AR B

KW Ek HBsAg HBV -DNA  AHXPE BHORFR  CHFRIFE e HUE

[FEHES] RS [ XHRFRIRED] A

Correlations between Quantitative HBsAg and HBV — DNA , and Liver Function Markers in the Chronical Hepatitis B. = Cai Wenpin, Zhu
Fengcun ,Zhao Chun,The Laboratory Department of Wenzhou Traditional Chinese Medicin Hospital ,Zhejiang 325000 , China
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Abstract Objective To observe the distribution of the serum quantitative HBsAg( qHBsAg) and the correlations with HBV —
DNA, liver function markers(including ALT ,AST,ALP,y - GT) in the chronical hepatitis B. Methods Totally 177 hepatitis B patients
with positive HBV — DNA were divided into HBeAg positive( HBeAg + ) group and HBeAg negative( HBeAg — ) group,with 115 and 62
respectively. The qHBsAg,HBV — DNA and liver function markers were detected by electorchemiluminescence assay ( ECLIA),FQ -
PCR, continuous monitoring method respectively. The difference of qHBsAg and HBV — DNA in the two groups and the correlations between
qHBsAg and HBV - DNA |liver function markers were statistically analyzed. Results The data were showed by medium and four frac-
tion. q(HBsAg and HBV — DNA ( transformated logarithmic 10) were 4678.5 1U/ml(2806,6128.7),2770. 01U/ml (1228,5440) ;5. 56
(3.86,7.54),3.66(3.16,4.59) ,respectively in the HBeAg + and HBeAg — group, and there was significant diffirence between two
groups. For all HBeAg + patients the correlation between qHBsAg and HBV — DNA was positive,r =0.537(P <0.01). When the HBV -
DNA were 10’ = 10°1U/ml,10° = 10’1U/ml, > 10"IU/ml, the coefficient of corrlation were 0.205 (P <0.05),0.443(P <0.05),0.712
(P <0.05) respctively. For all HBeAg — patients the coefficient of correlation between qHBsAg and HBV — DNA was 0.22(P =0.083).
When the HBV — DNA were <10*TU/ml and > 10*IU/ml, the coefficient of correlation between qHBsAg and HBV — DNA were 0. 03 and
0. 08. The correlations between qHBsAg and liver function markers were not significant in the two groups. Conclusion qHBsAg detection

can reflect the duplicate of HBV — DNA in the HBeAg + chronical hepatitis B, and can assistly judge liver inflammation.
Key words Quantitative HBsAg; HBV — DNA ; Correlation ; Chronical hepatitis B; HBeAg

SR R AEAE 45 B0k 0 (2) HBV - DNA SR H) 52 I 5¢ g i it
PCR 46 . A% 2% % SLAN - 96P i W9 B 1 w5 3% 2L W Rl 32
HRRAE,EHE L >5001U/ml M, (3) FF T RE 45 45 10 &
MW HARE B M (ALT) (114 2 M & 5 B i (AST) |
TR B (ALP) vy - R B (y - GT) SR H 3 L 15
2L AXAR R DL T2 AU6800 4 [ Bl A Ak 43 M AN, ik 350 i H A N
Jeali 2 k2o Ah fE

T AR R £ PRS2 1 R B D 23 A 7 i PR A5 2
Iz BT R, Horh HBsAg i PR I8 SR #H G F 52 fie
BT 18 R 2 8 L HBsAg & i 55 HBV -
DNA A 5 (4 BF 7 2 e b s 229 2, H A I A b
FBIF ST A5 B9 45 R OF AR — B, fE AR 2 0F R P AR R 3
o & HH A ) R T 5 X B2 0 % HE B L T HL A
¥ HBeAg L5 B 8 2 70 2 o647 GE 3t 20 #r , Ak

LA HBV ~ DNA A [ & il i B sk 47 43 AL 587
N WA BESE DL HBeAg AR 252K 73 21, i i HBsAg &
it 5 HBV - DNA K i ) BE 48 b 649 AH 5C 1 0F 58 1
M HBsAg & & & b W18 1 £ B 58 9 1 I A
(8, B SE AR AL B 7 B 8 — 0 Y 92 38 BE Al
M#57HE

LA e 5 DA AP AR B2 2 25 I 2 4 22 5 T AR IR 2 25 IR
Yoo 2 43 22 5E 9 2010 4F R 18 Pk 2 IF R BT IR AR )
WIbRUE . W ZEH BB 2012 4F 10 J] ~2013 48 6 J [H] 12 74
SRR R BHF 177 6], Hop B B 5 79 4], 1712 38 98 4],
P& W) 4 & HBeAg FHYE 20 5 HBeAg B P20, FHYEA 115
o], S 72 45, Lok 43 ), A % A2 % 30 2, 2 B R I
# M H HBsAg + HBeAg + HBcAb + ( K =FH) 96 fi|, HBsAg
+ HBeAg + 19 {5 ; 420 62 ], H v 55 1k 38 f31], £ 1% 24 41,
ER T AIE38.5 B, R LT F A HBsAg + HBeAb
+ HBcAb + (/N =FH )39 i, HBsAg + HBcAb + 23 i, Jif 45 44
AR EEZBEMN TP EREHE R S, ZR Y57
U R

2. M AR BRI OT 25 - (1) 52 B HBsAg SR AL 22 &
5 43 BT % (electrochemiluminescence assay, ECLIA ) 6 il ; X
#x AP IR E170 4 [ 3 i Ak 2 Ot B 43 A A, A o b L iR
UL R B iR 5 AR Y e B IR A W BCE Y, BT A BB X L £

3. 45t )7 v R SPSS 17,0 Bk HEAT 42 B . HBV -
DNA X O 4 Je 0 B R 3E A7 G810 07, T 45 98 b S0
S F A 5y AR, 45 R DA AL B R OR . A ) B BCR ) Mann -
Whitney U ¥, 40 4387 % Bl Spearman 3, L) P <0.05 K% F
FERIES 38

& ES

PRI 117 68 E A5 B 5 HBeAg H
PEZH S G PELE ) 0 L 48, E L3R 1. (1) HBeAg PHPE
41, HBsAg 5 1gDNA ALT AST ALP y - GT [ #H
KRB r 5 PAES MK 0.537.0.00;0.029 0. 763 ;
0. 063 .0.508;0.08 .0.056;0. 134 .0. 157, (2) HBeAg
FHPEZ d, HBV - DNA 7£ 10° ~10° . 10° ~ 107 i1 >
10"1U/ml & il 4k i} HBsAg 5 1gDNA ) 4 3¢ & £ 5331
k1 0.205.0.443 .0.712(P # <0.05), (3)HBeAg [
PEZHh , HBsAg 5 4FE#% (1gDN  ALT (AST ALP .y - GT
B R r 5 P {H 5% 0.007.0.956;0. 222
0.083;0. 168 .0. 245;0. 088 0. 508; 0. 026, 0. 845;
0.212.0.107, (4)HBeAg [ 141, 7 HBV — DNA
<10'1U/ml 5 > 10"1U/ml & #] & i HBsAg 5 1gD-
NA ALT AST ALP .y - GT # e4:, 3E W E 2, (5)
HBeAg B4, 78 ALT AST F} & 5 1F % B, HBsAg
55 1gDNA (ALT AST ALP .y — GT #GHM: , 3£ L3 3,
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F1 BUHZEFRBEERIKRKES R HBeAg AN A SR M HB LK

AR HBsAg HBeAg HBeAb ALT AST ALP vy -GT
28 5 n B/ 1gDNA
(%) (Con) (Ccor) (CoT) (U/L) (U/L) (U/L) (U/L)
HBeAg [HYEA 115 72/43 30.0 4678.5 559.53 2.20 5.56 47 34 83 26
HBeAg ¥ 62 38/24 38.5 2770.0 0.45 0.15 3.66 33 28 78 32
7 4.22 3.06 11.09 10. 86 5.74 2.80 2.10 1.39 0.13
P 0.00 0.002 0.00 0.00 0.00 0.005 0.035 0.165 0.89

%2 A [E HBV -DNA £ #lEH HBeAg BAMEH &
HBsAg 5 IgDNA K FFIN 6 i5 4R MU ME X R 8K

HBsAg
HBV - DNA
IgDNA ALT AST ALP v-GT
<10*1U/ml 0.03 0.16 0.14 0.09 0.27
>10*10/ml 0.08 0.24 0.07 0.08 0.32

*3 7A[E ALT.AST kK Fif HBeAg [A1E =& HBsAg 5
1gDNA % BT 3y 6t 48 #= B9 48 5 %

HBsAg
ALT (AST -
IgDNA ALT AST ALP v -GT
1EH 0.17 0.11 0.06 0.01 0.21
b= 0.23 0.31 0.48" 0.14 0.12
"P<0.05

W ®

SRR 955 75 2 18 LR ( HBsAg) & — Fh 5 5 il
A, 2 HBV AMBEER [ 8 4] B o), 2 I 2 K
HBV 8L 1 5 W2 Wi b o 3 41 Ok Bl & A6 4 R 1Y
KR HBsAg 5 g4 I B 78 I IR L 32 7 R, Hili IR
7 FH BT M (A5 BB K 40 . FQ — PCR 3L A HBV
- DNA 21716 R 3% 2 W HBV L E 5 B 20
FBL, N7 35 SEBRAG TN () 2 HBV g 82 A% 5 | i
G 0T R A R A Py HBY IR . T FQ -
PCR A I 77 1 % S50 ) 18 45 VR8N AR LA B /&
MR, — e R B b BRI T RN iz
HBsAg #; ] & 75 LA HBV — DNA /% 1R i K (i
g7

ARBTG5 R R W, HBeAg ™ 18 1 £ Y JiF 42 18 3%
HBV - DNA & %5 T HBeAg 18 1: 2 BT 46 5 3%, 42
7k HBV — DNA 5 HBeAg A JCHL , AR HBeAg S
R LA S8 R GEARAS , 5 B S 938 2 6 X 2 42 ol
PR B2 P)AH G 1 HBeAg ™ 835 1) HBsAg 1 35 /& T
HBeAg B4 , NI 7F ¥E 4T HBsAg 5 HBV - DNA 4
KN 53 B I A 250K AN [6) HBeAg R 25 19 & 35 43 IF i
oo —UEAFTEINA HBeAg 218 M LAY 2 B H KA
B BT 52 1) I 15 AL, HBeAg BH PR IR 25 I AIL 44 #0928
FRY A HBV K¢ 51 T bk B2 40 i S A 56 40 i A
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W E X HBV & & 4 2 40 i 55 % BRAVE T, B AR B
AN A

AT A B Y 45 2R R U], HBeAg BH P12 1 £ Y
JH 2 B8 35 % € & HBsAg 5 HBV - DNA [A] f7 £ .
ARG ME, SR B AHOC R A #) 0,537, 1X 5 Su
2 D g BT 4 R — B, T BOX T HBeAg FHAE 12 ¥ 2
BUFF R K5, HBV — DNA & il 5 A [F] I AR AT 9 AH 5C
PERTA], &2 M2 BB 5 HBsAg 5 HBV — DNA A Gk
WL, TEEF IS T HBV — DNA > 10'1U/ml 114
HWiE M MR E T 0. 712, 1 HBV — DNA 4t F
10° ~ 10°1U/ml 42 1 & i 41 56 R 2 H A 0. 205, 7
HBeAg B P12 1 & # T %% 8 35 h HBsAg 5 HBV -
DNA [i] g4 = ARA7 76 A 4, 5 Thompson 45 #F 5%
S5 AN — B AT 7E HBeAg B VRS 1 £ BT 4
HBsAg 5 HBV - DNA [HJf£ 754855 B A OCHE . 48 % i
— 5L, 7E A W] HBV — DNA & | {% 50 ~ HBV
-DNA<10‘IU/ml 5 HBV - DNA > 10*IU/ml i} HB-
sAg 5 HBV — DNA [] 7775 A1 56 M, A1 5 5 %043 )
HA0.03 A1 0. 08 ; I AMNE A [ 7% 2 B /K °F T BE ALT
AST F+# 5 1E % i HBsAg 5 HBV — DNA [a] th R 77 7¢
Mk X 5 AL 4 I 7E AST F1#i ) HBeAg [k
18 PE CBIATFR 1L HBsAg 5 HBV — DNA £ 76— 7 i)
TEAHSCHEATT, AT g 5 A4S SC BT ik HBeAg [ 45 4% i 2>
AH—EXR,

G bR U HBsAg ()55 BRA AR AT S1 (/T se/s 3t
KA1 HBV — DNA (1) 52 il 185 4 A 2 K 24 mRNA 2795 H
cceDNA | P 35 [A] A7 7F — 5 [0 AH SC Mk, (L 7E 28 35 1 52
55 e PR B2 % £ T B E I VS E i HBsAg &5
HBV — DNA [H] A FE7E X B OC &, 3 19 &2 B2 2 A
[f 2, HBV — DNA & i iy 4 i If A — € T 3 HBsAg
A AR, T BE 0 KR e e N R S
HBsAg & U # 1) V8 AL & 8], HBY 52 il 75 22 hi
FEPZH RNA A A0 55 A% 0 UKL Hh 52 B30 K524k,
HBeAg BV B 7E 5 0K 50092 7 09 F i, JH 40 i Y
EE NS R e 1 S A U N 5 = S
I HBsAg & I AR Z 52 m . Ah7E HBeAg [P iy
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HIAS IR 56 H 1) B PR A BN, T 2 S ik RTS8 % 1Y
TEAE T8 4 5 v, HBsAg A DL iE % & M. 11
HBeAg [HE B Be I 33 7 I 0 A 77 78 5035 A7 76 72
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AST ALP .y — GT #H & 43 #r v i 75 HBeAg FH 4 55 B
PERE T B A AEAE A 1, HAE HBeAg 11 18 5 4%
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IG5 1 4 B 1 7™ IR B O AN AR TE H 2 K & HBY 1Y
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RGAMEIG #E R B R TR S, B
I 48 P IS 19 % 2, 3 7 IR 44 A 2 AR S F 9T P 1S
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ARG, Al S ik DNA & i F2 52, JU H 2 78 HBV
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A Gz 5w R AL AT 22 5 I B R B Y % i
BALA HROF RIL4A

M ' B WP S WL SR A RORE (syneytiotrophoblast microparticles, STBM) xF SD £ [ IfiL & A BZ #Y 82 0, A TIT 48 3+ 1
SR T AT RR A R E AL . FTiE SEH 2013 4 8 ~ 10 JTAE 1 288 2 i 55 S N IR I8 B A Be A7 8 % PR 3105 7 19 10 491 5 Tif
1285 00 R B R AL T B i AR A1 &5 6 R UG 5 A M Bk o B 22 BB ML A3 I, 242 7.5.10.5 M 13.5 K4 50 28 2 ¥ ik i
B AR 37 A0 M Ok B A BRAR UK, 42 1005 KA B B BRGS0 A R G I A o R, I F 1705 SR O A I i — 44k
A (nitric oxide,NO) S N F7 % (endotelin , ET) & &, 5R  SLE A AR T 10,5 KR il & 32 %73 &, i % B8 41 00 o6 B & el 2
[F5) B 51 56 4 2 B oL — A AL SR KO (47256 + 6. 708 umol /L) B g AL F XF B4 (61. 287 9. 725 umol/L) (P <0.01) , 1 P fz Z K F
(91.209 +16.918ng/L) B B /& T X B4 (56.624 £9.337ng/L) (P <0.01),  Z5i STBM A] DL 5 22 B 45 P9 5, i L% 5 i
BT AR DI RS2, N3 B4 B T e, B AT AR T R Y R A i B e R L 1y S

XE|E ASKEFHEBBE FRATH R mENK

[FES£S] R714 [ xwkiRiREB] A

Human Syncytiotrophoblast Microparticles Induce the Dysfunction of Endothelial Cells in Pregnant Rat. Gu Hangchao,Chen Yu,Huang
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