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Systematic Review of the Association between MiR — 146a rs2910164 Gene Polymorphism and Susceptibility to Gastric Cancer. Xie Wen-
qun ,Tan Shiyun,Wang Xiaofan. Department of Gastroenterology , Renmin Hospital of Wuhan University , Hubei 430060 , China

Abstract Objective To systematically evaluate the association between miR - 146a rs2910164 polymorphism and susceptibility to
gastric cancer by meta — analysis. Methods A comprehensive electronic search for articles was conducted in PubMed, Excerpta Medica
Database ( Embase) ,Chinese Biomedical Literature Database (CBM) ,the Cochrane Library, Weipu and Wanfang database. We collected
all the publications about the association between miR - 146a rs2910164 polymorphism and risk of gastric cancer. Then,we analyzed the
difference of miR — 146a rs2910164 genotype( G vs C.GG vs CC GG vs GC ,GC vs CC GG + GC vs CC GG vs GC + CC)between cases
and controls through meta — analysis. Results Ultimately, a total of 8 studies (4198 cases and 5853 controls) were found to be eligible for
meta — analysis. The results of our meta — analysis suggested that miR - 146a rs2910164 polymorphism was more likely to be associated
with gastric cancer risk. In the overall analysis, significantly increased cancer risks were found in two comparisons( GG vs GC: OR =1. 14,
95% C1:1.03 -1.27,P = 0.01; GG vs GC +CC:0R = 1.17,95% CI.1.06 —1.29,P =0.002). Similar results can be found among
some subgroups when stratified analysis by subgroup. Conclusion This meta — analysis suggested that miR - 146a rs2910164 polymor-

phism was more likely to be associated with gastric cancer risk. Besides,the G allel of rs2910164 might be a risk factor for gastric cancer.

Key words MiR - 146a;Genetic polymorphisms;Gastric cancer;Meta — analysis
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