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Effect and Expression of TCF7L2 in Diabetic Rat Model.  Gui Shuyan, Han Jin, Ye Qiang, et al. Shenzhen Nanshan People's Hospital ,
Guangdong 518052, China

Abstract Objective To investigated the role of TCF71L2 which is the key effector of Wnt signaling in streptozocin( STZ) diabetic
rat model. Methods Type 2 diabetic male Wistar rats was made with injections of 25 mg/kg streptozotocin and 8 weeks of the high — car-
bohydrate/high — fat diet. 2weeks later, plasma glucose and body weight were measured. Morphological observation was performed by light
microscopic analyses. Islet cell apoptosis and proliferation were determined by TUNEL and Ki67 + immunohistochemical staining. Addi-
tionally, the level of TCF 712 and beta — catenin expressed in pancreatic islets were also studied by immunofluorescence and western blot
analysis, respectively. Results After 16 weeks treatment, the blood glucose was significantly elevated in STZ - induced diabetic rats.
The number of Ki67 + proliferating B — cells was decreased, whereas the apoptoticf — cells as determined by TUNEL assay was elevated.

Furthermore, immunofluorescence and western blot analysis of the pancreas revealed that the diabetic rat model had an increased expres-

sion of TCF7L2. Conclusion The increased activity and expression of TCF7L2 may be one of the mechanism of T2DM.
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