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Expression of TLR2 and NOD2 in Pulmonary Tissue of Mice with Staphylocoocus aureus Pneumonia. ~Wen Shunhang, Wu Hujun, Guo
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Abstract Objective To investigate the expression of TLR2 and NOD2 in pulmonary tissue and its significance in mice with S. au-
reus pneumonia. Methods Thirty C57BL / 6] mice were randomly divided into normal control and S. aureus pneumonia groups. Mice of
the control group inoculated intranasally with sterile phosphate — buffered saline, and mice of the S. aureus pneumonia group inoculated in-
tranasally with 5 x 10°CFU/50p]. Pulmonary tissues were collected at 72h after nasal inoculation. Changes in pulmonary histopathology
were observed with HE staining,and the expression of TLR2 and NOD2 was analysed by immunohistochemistry and Western blot. QRT -
PCR was used to detect TLR2 mRNA and NOD2 mRNA. Results At 72h after S. aureus inoculated, the expression of TLR2 and NOD2

protein in pulmonary tissues of mice were significantly increased ( P <0.05, respectively) , and the expression of TLR2 mRNA and NOD2

mRNA were elevated (P <0.01, respectively). Conclusion S. aureus infection can elevate the expression of TLR2 and NOD2 in mice

pulmonary tissues.
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