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Study on the Relationship between Genetic MCP - 1 - 2518 Polymorphism and Lung Cancer in Han Population of Guizhou Region. Jin
Yankun, Jing Xiaoting ,Luo Jing,et al. Department of Respiratory Medicine, The People's Hospital of Guizhou Province, Guizhou 550002,
China

Abstract Objective To study the gene polymorphism of monocyte chemotactic protein — 1 ( MCP - 1) —=2518A/G in Chinese Han
population of Guizhou region and the relationship between MCP — 1 = 2518 A/G gene polymorphism and lung cancer. Methods Totally 90
unrelated patients with lung cancer (22 with SCLC, 68 with NSCLC ;20 in early stage,70 in late stage) in Department of Respiratory and
Critical Care Medicine in the Guizhou Provincial People’s Hospital and 32 healthy individuals were recruited from March to December
2013. The gene polymorphism of MCP —1 —2518G/A was detected with polymerase chain reaction — restriction fragment length polymor-
phism (PCR — RFLP) in both patients with lung cancer and the control groups. Results (1)The gene polymorphism of MCP — 1 —2518
A/G existed in Chinese Han population of Guizhou region. In control group, the genotype frequency of AA, GG, AG were 6.2% ,
46.9% , 46.9% . (2) There was a significant difference in genotype distribution between AA,AG,GG of MCP -1 - 2518A/G in lung
cancer patients compared with healthy individuals (P =0.022). The relative risk of suffering from lung cancer in AA genotype of lung
cancer patients was much higher (Xz =5.868, OR =5.455, P =0.015), and there was a significant decrease in frequency of the GG
genotype (y° =4.433 ,0R =0.412, P =0.035). The frequency distribution of A allele in the lung cancer group and the control group of
the relative risk was significantly different ( P =0.005). The relative risk suffered from lung cancer of individuals with A allele was 2.368
folds which was higher than with G allele. Conclusion MCP -1 -2518A/G gene polymorphism exists in Chinese Han population of
Guizhou region. MCP —1 —2518A/G gene polymorphism is associated with the incidence of lung cancer. A allele may be one of lung
cancer susceptibility genes.
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