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Association Study of ORMDL3 Gene with Mongolian Bronchial Asthma in the Inner Mongolia. Yang Ting, Cui Liying. Respiratory Medi-
cine Department of the Inner Mongolia Medical University Affiliated Hospital ,Inner Mongolia 010050 , China

Abstract Objective To investigate the role of ORMDL3 genetic variants and asthma in Mongolian cohort of the Inner Mongolia re-
gion. Methods As the most — correlated locus to asthma susceptibility in the ORMDL3 gene analyses, single nucleotide polymorphism
(SNP) 1s7216389 was amplified by polymerase chain — reaction (PCR) and its T/C allele frequencies were detected by gene sequencing
technology. Results We found strongly significant difference of genotype and the variation of allele frequencies in Mongolian patient —
control cohorts (P =0.023 and 0. 003, respectively). There was a significant difference for the expression of rs7216389 among diverse
ethnical populations (P =0.624 and 0.778, respectively). Conclusion We confirmed the association between asthma risk in the Mon-

golian asthmatic cohorts and the variant in ORMDL3. The variation of allele frequencies also support the hypothesis that ethnical diversity

could predispose to asthma.
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