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Abstract Objective To investigate the effect of T/C mutation in rs7439366 site of uridine diphosphate glucuronosyltransferase on
mycophenolate mofetil metabolism. Methods Wild and mutant type overexpression vectors containing UGT2B7 gene were constructed by
recombinant gene technique and the strategy of site — directed mutagenesis. Then, target genes were transfected into HEK293 cells by lipo-
fectamine and LC/MS/MS system was used to detect the yields of MPAG produced by different types of HEK293 cells. Results The
overexpression vectors pIRES2 — EGFP — prom ( T ) and pIRES2 — EGFP - prom ( C) were successfully constructed and transfected into
HEK293 cells. The cells containing UGT2B7 gene with rs7439366 — C alleles produced less MPAG than that with 1s7439366 — T alleles
(63.3% of UGT2BT wild type, P <0.001). Conclusion The T—C variation of rs7439366 site in UGT2B7 gene can influence the me-
tabolism of MMF.
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