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Abstract Objective To explore the interactions between the unknown protein FAM92A1 - 289 and PCNA by co — immunoprecipi-
tation methods. Methods We recombinanted vector CMV - SP6 — GFP — FAM92A1 - 289 and eukaryotic expression vector PCDNA3. 1
— PCNA. First of all, the vector CMV — SP6 - GFP - FAM92A1 - 289 was tramsfected into Hela cells. By puromycin screening, the
stably — transfected Hela/ FAM92A1 —289 cells showed that overexpression of FAM92A1 - 289 were obtained. Then the vector PCDNA3.
1 - PCNA was transfected into Hela/ FAM92A1 -289 cells. Explore the interactions between FAM92A1 -289 and PCNA was explered.
Results

immunoprecipitated by anti - PCNA antibody. GFP - FAM92A1 - 289 was identified by western blotting with anti — GFP antibody from

Double restriction enzyme and gene sequencing showed that the recombinant vector was constructed correctly when PCNA was

immunoprecipitated complex. Conclusion The interactions between FAM92A1 - 289 and PCNA could be identified by co — immunopre-
cipitation.
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