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Pichl Su(Fu) mRNA 5H (%K E¥E FRFAL . BIREALF Pchl Su(Fu) mRNA 528 [ 355 5 R IRE 09 5> 0 F1 TNM
P AB B AESC (P <0.05) , 5 B FAEE PR MR A R M AE MM AT BAHKE(P>0.05), & BIREA L% Pichl Su
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The Clinical Significance of Ptchl, Suppressor of Fused Expression in Human Pancreatic Carcinoma Tissue. Li Dongwei, Yimamumaim-
aitijiang - Abula, Li Haijun, et al. Department of General Surgery, Lanzhou General Hospital of Lanzhou Military Area, Gansu 730050,
China

Abstract Objective To investigate the relationship between Patchedl ( Pichl ) , Suppressor of fused expression and the develop-
ment of human pancreatic cancer. Methods RT — PCR and Western blot were used to determine the expression of Ptchl,Su(Fu) in 56
cases of pancreatic cancer quantitatively. The relationship between the expression of Pichl ,Su(Fu) and the clinicopathological features of
pancreatic cancer was analyzed. Results The expression of Pichl,Su(Fu) mRNA in pancreatic cancer was 0.413 +0. 045, 0.376 +
0.053,and in pancreatic cancer adjacent tissue was 0.203 £0.013,0.214 +0.062 by RT - PCR detected( P <0.05). The expression of
Pichl,Su(Fu) protein in pancreatic cancer was 0.724 +0.021,0. 625 +0. 075, and in pancreatic cancer adjacent tissue was 0.516 =
0.098,0.413 +0.051 by Western blot detected( P <0.05). The expression of Ptchl ,Su( Fu) mRNA and protein in pancreatic cancer tis-
sue were both higher than pancreatic cancer adjacent tissue. The expression of Ptchl,Su(Fu) was significant associated with differentitati-
on and TNM grade( P <0.05) ,not age, gender,tumorous size and invasion to nerves( P >0.05). Conclusion The Ptchl,Su(Fu) over-
expressed in pancreatic cancer tissues and its abnormal expression may be involved in the oncogenesis and development of pancreatic canc-
er.
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