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Abstract Objective To construct the recombinant eukaryotic vector expressing short hairpin RNA (shRNA) section targeting hu-
man EpCAM gene. Methods According to the sequence of human EpCAM mRNA ( GenBank ID ;BC014785.1) ,four groups of shRNA

sequence were designed and cloned into pSGU6/GFP/Neo vector to construct the recombinant plasmids, which were transformed into

Topl0 competent cells,screened by kanamycin. The positive clones were selected ,and the extracted plasmids were identifed by PCR analy-

sis and gene sequencing. Results PCR analysis and DNA sequencing results showed that the eukayotic expression vector of EpCAM -

pSGU6/GFP/Neo — shRNA were successfully constructed. Conclusion

The eukaryotic expression vector expressing shRNA targetin hu-

man EpCAM is successfully constructed, which provide a foundation for further study on the function of EpCAM.
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