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Designing and Immunostimulation Activation Study of CpG ODN Adjuvants. Zhao Ywjiao, Cai Lukui, Wang Xiaodan ,et al. Institute of
Medical Biology, Chinese Academy of Medical Sciences and Peking Union Medical College, Yunnan 650118, China

Abstract Objective To design and screen out a CpG ODN sequence which has good immunostimulation activation on human
PBMCs and mice spleen cells, to develop effective nucleic acid adjuvant for human vaccines. Methods According to the structure charac-
teristics of CpG ODN sequences which have immunostimulation activities, 15 candidate sequences were designed and synthesised, with
and without phosphorothioate modified respectively. Healthy PBMC cells and Balb/c mice spleen cells were Sorted out, and stimulated
with different CpG ODN in vitro. CpG ODN inducing cells proliferation were detected by MTT method. Then for evaluating its safety, the
homology of effective CpG ODN sequence were compared with human genome sequence. Results After 72h stimulating by CpG ODN in
human PBMCs and in mice spleen cells, A values of totally 15 sequences ( both phosphorothioate modified and non — modified) were
higher than the negative control group, and A values of IMB — AC5 sequence in PBMCs was 0.377 and 0.334, close to the positive con-
trol 1SS1018 sequence (0.387 and 0.338) ; and the A value in mice spleen cells reached to 0.571 and 0.486, close to the positive con-
trol 1ISS1018 sequence (0.588 and 0.464). Comprehensive the results above, the IMB — AC5 non — phosphorothioate modified sequence
were chosen as the candidate adjuvant. The homology of its sequence was compared with the human genome sequence. The results showed
that the sequence was not homogenous with human gene sequences, and the homology with part of protein — coding genes were between
50% -65% only, besides part of its sequence were homogenous with some repetitive sequences on chromosome 18. The highest homolo-
gies only reach to 62% , which showed that the new CpG ODN adjuvants IMB — AC5 had good saftey. Conclusion We designed
and screened out an effective CpG ODN squence IMB — ACS5, which has good immunostimulation activation on human PBMCs and mice
spleen cells, and has low homology with the human genome sequence, lay a foundation for further development of adjuvants for human
vaccines.
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B CpG ODN 7 51 FI 25 25 /K 7 Bé J5 LA 20 g/ ml 1
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6 IMB - AC6 TCGCCCACCGGTGGGGGGGE
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Qualitative and Quantitative Diagnosis of Indeterminate Thyroid Nodules Evaluated by Conventional Ultrasound Using Contrast — enhanced
Ultrasound. Wu Qiong, Jiang Yuxin, Fang Shibao, et al. Department of Ultrasound, The Affiliated Hospital of Qingdao University,
Shandong 266003, China

Abstract Objective To explore the value of contrast — enhanced ultrasound ( CEUS) in qualitative and quantitative diagnosis of
indeterminate thyroid nodules evaluated by conventional ultrasound (CUS). Methods From November 2011 to December 2015 at Peking
Union Medical College Hospital, 71 thyroid nodules in 65 patients were prospectively enrolled in this study. All of them had surgical exci-
sion, and CUS and CEUS examinations were performed before operation. With surgical pathology as gold standard of diagnosis, the value
of patterns of CEUS and indices of time — intensity curves in the differentiation of indeterminate thyroid nodules was analyzed. Results
There were 10 nodules (14.1% ) in malignant group (5 papillary thyroid carcinomas and 5 follicular carcinomas) , 44 nodules (85.9% )

in benign group (44 goiters, 14 adenomas and 3 Hashimoto's thyroiditis) . There was no statistical difference between the largest diameter
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