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Abstract Objective

brains. Methods

To optimize whole mount in situ hybridization protocol for detecting mRNA expression on postnatal mouse
Critical steps of whole mount in situ hybridization were optimized including proteinase K digestion time, composition of
hybridization buffer as well as durations of incubation and washing steps. The mRNA expression of Cdh6, Bhlhb5 and Lmo4 was detected
on brains from postnatal 7 days mice using the modified whole mount in situ hybridization protocol. Results By using the optimized whole

mount in situ hybridization protocol, mRNA expression patterns of Cdh6, Bhlhb5 and Lmo4 were successfully detected on mouse brains,

with great specificity and low background signal. Conclusion The optimized whole mount in situ hybridization protocol can be used for

large — size organs such as postnatal mouse brains.
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