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Transcription Factor Spl Regulates the Promoter Activity of PIWIL1 Gene. Ye Liping, Gu Binbin,Fang Congcheng et al. Department of
Gastroenterology, Taizhou Hospital, The Affiliated Hospital of Wenzhou Medical University, Zhejiang 317000 ,China

Abstract Objective To construct the eukaryotic expression vector of PCDNA3. 1 - spl and investigate the effects of SP1 on PI-
WILI transcriptional activity. Methods Using the the total RNA of lymphocyte of healthy human peripheral blood as template, the hu-
man SP1 CDNA was amplified by RT - PCR and inserted into the eukaryotic expression vector PCDNA3.1 +. The recombinant plasmid
was identified by sequencing and restriction endonuclease digestion. Western blot confirmed the the expression plasmid PCDNA3. 1 - SP1
can increase protein level. PCDNA3.1 — SP1 was co - transfected into COS -7 cells with the highest activity of PIWIL1 gene promoter and
the lowest activity of PIWIL1 gene promoter reporter respectively. The transactivity of PIWIL1 promoter was assayed by luminometer.
These results were proven by blocking SP1 using Mithramycin A. Results The recombinant plasmid was confirmed by sequencing and re-
striction, endonuclease digestion, Western blot. Over expression of SP1 can improve the activity of PIWIL1 promoter. Conclusion The
eukaryotic expression plasmid of PCDNA3. 1 - SPI has been successfully constructed, and SP1 can increase PIWIL] transcription activity.

Key words Transcription factor SP1; Construct expression vector; Promoter; Transcriptional regulation
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